Supplementary Table S1. Baseline characteristics of pork intake, cardiovascular diseases, and 

cardiovascular biomarkers

	Trait
	Year
	Author
	Population
	Sample Size
	n case
	n control
	n SNP

	Pork intake
	2018
	Ben Elsworth
	European
	460,162
	-
	-
	9,851,867

	Coronary heart disease
	2021
	-
	European
	-
	21,012
	197,780
	16,380,466

	Hypertension
	2021
	-
	European
	-
	55,917
	162,837
	16,380,466

	Atrial fibrillation
	2018
	Nielsen JB
	European
	1,030,836
	60,620
	970,216
	33,519,037

	Heart failure
	2020
	Shah S
	European
	977,323
	47,309
	930,014
	7,773,021

	Type 2 diabetes
	2021
	-
	European
	-
	17,268
	184,778
	16,380,418

	Transient ischemic attack
	2021
	-
	European
	-
	8,835
	205,799
	16,380,437

	Ischemic stroke
	2018
	Malik R
	European
	440,328
	34,217
	406,111
	8,296,492

	Pulmonary embolism
	2021
	-
	European
	-
	4,185
	214,228
	16,380,466

	Peripheral artery disease
	2021
	-
	European
	-
	7,098
	206,541
	16,380,453

	Myocardial infarction
	2021
	-
	European
	-
	12,801
	187,840
	16,380,433

	Systolic blood pressure
	2022
	Howe LJ
	European
	97,656
	-
	-
	8,029,645

	Diastolic blood pressure
	2018
	Evangelou, E
	European
	757,601
	-
	-
	7,160,619

	Body mass index
	2019
	Ishigaki K
	European
	72,390
	-
	-
	6,108,953

	Waist circumference
	2015
	Shungin D
	European
	245,746
	-
	-
	2,547,573

	C-Reactive protein
	2021
	Howe LJ
	European
	61,308
	-
	-
	61,308

	Interleukin 6
	2018
	Folkersen L
	European
	3,394
	-
	-
	5,270,646

	Adiponectin
	2012
	Dastani Z
	European
	39,883
	-
	-
	2,675,209

	Total cholesterol
	2020
	Borges CM
	European
	115,078
	-
	-
	12,321,875

	Triglycerides
	2013
	Willer CJ
	European
	177,861
	-
	-
	2,439,433

	HDL
	2019
	Wojcik GL
	European
	17,751
	-
	-
	31,738,279

	LDL
	2019
	Wojcik GL
	European
	17,373
	-
	-
	31,570,140

	Fasting glucose
	2021
	Chen J
	European
	200,622
	-
	-
	31,008,728


HDL: high-density lipoprotein; LDL: low-density lipoprotein; SNP: single nucleotide polymorphism

Supplementary Table S2. Single nucleotide polymorphisms used as instrumental variables in the Mendelian randomization analyses of pork intake.
	SNP
	Chr
	EA
	NEA
	Beta
	SE
	F

	rs10972033
	9
	T
	G
	0.009
	0.001
	37

	rs11211124
	1
	C
	T
	-0.010
	0.002
	32

	rs1355171
	9
	A
	C
	-0.011
	0.001
	55

	rs2387807
	12
	T
	C
	-0.015
	0.003
	30

	rs254152
	5
	G
	C
	-0.010
	0.002
	36

	rs34161520
	10
	G
	C
	0.011
	0.002
	33

	rs36124222
	18
	C
	T
	0.008
	0.001
	31

	rs4146837
	15
	T
	C
	0.0096
	0.001
	35

	rs838133
	19
	G
	A
	0.011
	0.001
	51

	rs9973426
	2
	G
	A
	0.011
	0.002
	33

	rs9379832
	6
	G
	A
	-0.011
	0.002
	45


Chr: chromosome; EA: effect allele; NEA: non-effect allele; SE: standard error; SNP: single-nucleotide polymorphisms

Supplementary Table S3. MR-PRESSO Outlier test for pork intake and Hypertension. RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

	SNP
	RSSobs
	P-value

	rs10972033
	2.022729e-04
	1

	rs11211124
	6.788930e-04
	0.18

	rs1355171
	8.490363e-04
	<0.01

	rs2387807
	2.292847e-04
	1

	rs254152
	2.390598e-04
	1

	rs34161520
	4.576095e-05
	1

	rs36124222
	3.631540e-05
	1

	rs4146837
	4.009320e-07
	1

	rs838133
	5.735526e-04
	0.05

	rs9973426
	2.429742e-05
	1


RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

Supplementary Table S4. MR-PRESSO Outlier test for pork intake and Atrial fibrillation. RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

	SNP
	RSSobs
	P-value

	rs10972033
	2.163605e-05
	1

	rs11211124
	7.591389e-07
	1

	rs1355171
	1.004406e-04
	1

	rs2387807
	1.370255e-03
	0.011

	rs254152
	7.457800e-05
	1

	rs34161520
	1.316384e-05
	1

	rs36124222
	4.489753e-06
	1

	rs4146837
	2.349322e-04
	0.297

	rs838133
	1.370606e-04
	1

	rs9379832
	7.872496e-06
	1

	rs9973426
	3.650079e-04
	0.264


RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

Supplementary Table S5. MR-PRESSO Outlier test for pork intake and Type 2 diabetes. RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

	SNP
	RSSobs
	P-value

	rs10972033
	1.178291e-03
	0.07

	rs11211124
	3.258547e-03
	<0.01

	rs1355171
	5.704620e-04
	0.61

	rs2387807
	9.251569e-04
	1

	rs254152
	3.218367e-04
	1

	rs34161520
	4.429512e-06
	1

	rs36124222
	9.513947e-06
	1

	rs4146837
	6.172139e-08
	1

	rs838133
	2.774783e-08
	1

	rs9973426
	6.569580e-05
	1


RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

Supplementary Table S6. MR-PRESSO Outlier test for pork intake and Transient ischemic attack. RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

	SNP
	RSSobs
	P-value

	rs10972033
	1.763690e-04
	1

	rs11211124
	3.082708e-04
	1

	rs1355171
	4.830007e-04
	1

	rs2387807
	5.602087e-05
	1

	rs254152
	9.818985e-04
	1

	rs34161520
	2.726153e-04
	1

	rs36124222
	9.144745e-05
	1

	rs4146837
	3.102391e-09
	1

	rs838133
	5.766541e-03
	<0.01

	rs9973426
	1.815141e-04
	1


RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

Supplementary Table S7. MR-PRESSO Outlier test for pork intake and Diastolic blood pressure. RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

	SNP
	RSSobs
	P-value

	rs10972033
	7.258818e-06
	1

	rs11211124
	3.948589e-03
	0.024

	rs1355171
	9.061164e-04
	0.6

	rs254152
	9.282758e-05
	1

	rs34161520
	5.352650e-04
	1

	rs36124222
	2.087569e-03
	0.088

	rs838133
	1.080077e-02
	<0.008

	rs9973426
	3.212320e-04
	1


RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

Supplementary Table S8. MR-PRESSO Outlier test for pork intake and Total cholesterol. RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

	SNP
	RSSobs
	P-value

	rs10972033
	9.425518e-05
	0.253

	rs11211124
	2.470753e-05
	1

	rs1355171
	1.486565e-05
	1

	rs2387807
	9.720385e-05
	1

	rs254152
	2.297537e-05
	1

	rs34161520
	1.628800e-05
	1

	rs36124222
	1.559738e-04
	0.022

	rs4146837
	5.001160e-05
	0.847

	rs838133
	3.644142e-04
	<0.011

	rs9379832
	3.918190e-04
	<0.011

	rs9973426
	4.367980e-05
	1


RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

Supplementary Table S9. MR-PRESSO Outlier test for pork intake and Fasting glucose. RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

	SNP
	RSSobs
	P-value

	rs10972033
	2.062365e-07
	1

	rs11211124
	2.844704e-05
	0.143

	rs1355171
	3.181267e-08
	1

	rs2387807
	1.748935e-07
	1

	rs254152
	2.072086e-05
	0.418

	rs34161520
	1.363986e-06
	1

	rs36124222
	1.750342e-05
	0.561

	rs4146837
	2.650232e-05
	0.022

	rs838133
	4.665111e-05
	0.011

	rs9379832
	3.212239e-06
	1

	rs9973426
	3.774072e-09
	1


RSSobs: Observed Residual Sum of Squares, SNP: single nucleotide polymorphism.

