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Prevotella stercorea ref mOTU v25 00717

Prevotella species incertae sedis ext mOTU v26 17627

Prevotella sp. CAG:520 ref mOTU v25 00718

Clostridiales species incertae sedis meta mOTU v25 12556
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Collinsella aerofaciens ref mOTU v25 03626
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Clostridiales species incertae sedis meta mOTU v25 13863

Oscillibacter species incertae sedis ext mOTU v26 17444

Ruminococcaceae species incertae sedis ext mOTU v26 16263

Clostridiales species incertae sedis meta mOTU v25 12288

Lactobacillales species incertae sedis meta mOTU v25 12807

Bacteroides caecimuris ref mOTU v25 03476

Anaerostipes caccae ref mOTU v25 03440
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