Table 4 
[bookmark: _Hlk138493889]Relative abundance of each protein secondary structure of CROF treated with 0, 5.0, and 50 mg/L Pb2+
	Samples
	β-sheet
(1600 ~1640)
	random coil
(1640 ~1650)
	α-helix
(1650 ~1660)
	β-turn
(1660 ~1700)

	CK
	[bookmark: _Hlk138533663]29.3%
	0
	44.0%
	23.8%

	5
	34.3%
	0
	41.9%
	26.0%

	50
	33.5%
	0
	40.6%
	26.7%



