
Gene

ADAM8−202
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Gene

AFAP1−AS1−201
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Gene

ANXA11−203

CpG CpG: 35

Prom
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Gene

CCDC88B−202
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Gene

CD80−204

Prom
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Gene

CERNA2−201
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Gene

CIT−236
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Gene

DENND2D−205

Prom
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Gene

DMBT1−219

Prom
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DMRs

chr10.1031
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Gene

DUSP10−201

Prom

DMRs

chr1.2086

ENST00000366899.4
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Gene

FAM167A−201

Prom
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DMRs
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Gene

GALNT2−201

DMRs

chr1.2207
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Gene HIF1A−202
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Prom
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Gene

HIVEP2−201
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Gene HYAL1−201

HYAL1−204

Prom

DMRs

chr3.230
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Gene

IL1B−205

Prom
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chr2.903
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Gene

ISG20−210

Prom

DMRs chr15.401

chr15.589
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6 7 8 9

ISG20

0.00

0.25

0.50

0.75

1.00

chr15.401

0.00

0.25

0.50

0.75

1.00

chr15.589



Gene ITGA4−202

ITGA4−209

CpG CpG: 119

Prom

DMRs

chr2.902
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Gene

LIMK1−201

Prom
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Gene

MST1R−209

CpG CpG: 23 CpG: 39

Prom

DMRs
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Gene

PARP9−204
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Gene PEA15−201

PEA15−202
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DMRs

chr1.1608
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Gene

PFKFB3−203

CpG CpG: 20
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Gene

PLA2G2D−202
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Gene

PPP1R18−201
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Gene

PRR26−201

Prom
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chr10.37
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Gene

PSMB8−202
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chr6.531

ENST00000374882.8
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Gene

RNF166−210
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RUBCN−201

DMRs

chr3.1255
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Gene

S100P−201

Prom

DMRs

chr4.73

ENST00000296370.4
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Gene SBNO2−202

SBNO2−210

Prom
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DMRs

chr19.59

ENST00000438103.6
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Gene

SGMS1−202
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Flanking

DMRs

chr10.507
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Gene

STAT3−212

DMRs

chr17.634

ENST00000588969.5
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Gene

TG−201

Prom

Flanking

DMRs chr8.644
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Gene

TNFRSF10C−201

Prom

DMRs

chr8.287

ENST00000356864.4
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Gene

TRIM22−201
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Gene

ZC3H12A−201
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Gene

ZNF626−201
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