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Table S1. Characteristics of the genetic instruments associated with exposure
Figure S1. Scatter plot of SNPs effect sizes with MR-PRESSO outlier removed

Figure S2. Leave-one-out analysis with MR-PRESSO outlier removed



Table S1. Characteristics of the genetic instruments associated with exposure

Exposure SNP Gene Effectallele  Other allele  Beta SE EAF P value R? F-statistics

rs1538360 RP11 G A -0.012 0.002 0.553 3.80E-09 7.12E-05 24.479
1s682245 TCF4 C T 0.012 0.002 0.524 2.30E-09 7.18E-05 24.700
MPA rs7222403 AKAP10 C T 0.011 0.002 0.426 3.60E-08 5.92E-05 20.347
rs7610133 LRRN1 C T -0.013 0.002 0.260 4.70E-08 6.50E-05 22.361
rs10145335 CADM2 A G 0.014 0.003 0.251 2.7E-08  7.49E-05 28.260
rs1043595 HIST1H4C A G -0.014 0.002 0.283 4.30E-09 8.43E-05 31.787
rs1186721 EXOC4 A G 0.013 0.002 0.316 4.40E-08 7.29E-05 27.512
rs12912808  FOXO3 T C -0.018 0.003 0.149 1.70E-08 7.79E-05 29.390
rs1921981 DPY19L1 A G -0.013 0.002 0.326 3.80E-08 7.46E-05 28.162
1s1972763 CTBP2 T C -0.013 0.002 0.658 3.30E-08 7.42E-05 28.000
1s1974771 ACYP2 A G 0.021 0.004 0.100 6.60E-09 8.19E-05 30.915
rs2035562 CADM2 G A 0.014 0.002 0.672 3.90E-09 8.48E-05 31.999
rs2114286 RPI11 G A 0.012 0.002 0.534 3.30E-08 7.46E-05 28.152
1s2942127 PIK3C2B A G -0.016 0.003 0.825 3.30E-08 7.44E-05 28.061
MVPA  rs2988004 RPI11 G T 0.013 0.002 0.442 4.10E-09 8.56E-05 32.285
PA rs429358 APOE C T 0.022 0.003 0.154 6.10E-13 1.26E-04 47.547
rs4856278 CADM2 G A -0.015 0.003 0.758 1.70E-08 7.92E-05 29.883
rs4886868 DNM1P33 G T 0.012 0.002 0.586 3.50E-08 7.58E-05 28.583
rs7326482 RP11 T G 0.013 0.002 0.615 1.60E-08 7.95E-05 30.004
rs77742115  CTD C T 0.018 0.003 0.138 9.60E-09 8.02E-05 30.275
rs7804463 EXOC4 C T -0.015 0.002 0470 1.20E-11 1.12E-04 42.348
rs877483 CACNAID C T -0.012 0.002 0.567 4.00E-08 7.34E-05 27.700
1s921915 AC020743.3 C T 0.014 0.002 0.588 5.70E-10 9.35E-05 35.259
rs9266639 HAX1 T C -0.014 0.002 0.281 8.50E-09 8.05E-05 30.358
1s9272302 TBC1D22B T C -0.018 0.003 0.166 3.40E-09 9.20E-05 34.714

rs11012732 MLLT10 G A -0.225 0.039 0.332 5.4E-09 2.25E-02 2092.569

rs12522261 LINCO01470 A G -0.211 0.038 0.343 3.90E-08 2.00E-02 1857.682

rs148193266 RP11 C A 0.510 0.092 0.043 3.10E-08 2.13E-02 1980.274

ABPA rs34517439 DNAJB4 A C -0.308 0.056 0.121 4.40E-08 2.02E-02 1873.982

rs56194509  LINC02210 G T 0.303 0.044 0.220 5.00E-12 3.16E-02  2976.286

rs9293503 LINCO00461 Cc T -0.329 0.059 0.112 210E-08 2.14E-02  1995.688
rs10041445 AC010376.1 Cc T -0.009 0.002 0.497 87E-09 4.19E-05 18.346
rs10189857 BCL11A G A 0.015 0.002 0.432 5.70E-20 1.06E-04 46.362
rs10269099  GRMS8 T G 0.009 0.002 0.391 2.10E-08 3.99E-05 17.459
rs10765776 NA A C -0.011 0.002 0.391 4.80E-12 6.10E-05 26.729
rs11191129 C100rf76 T C -0.010 0.002 0.423 9.30E-10 4.73E-05 20.722
rs11222919  NTM G T -0.012 0.002 0.175 6.30E-09 4.31E-05 18.895
SB TV rs11242455 SIL1 T C 0.010 0.002 0.727 2.90E-08 4.00E-05 17.524
rs11245482 CTBP2 C T 0.010 0.002 0.385 4.80E-10 4.92E-05 21.537
rs114755463  LINCO01470 A G 0.013 0.002 0.168 6.70E-10 4.91E-05 21.495
rs115608101 RP11 T C -0.014 0.002 0.130 1.10E-08 4.16E-05 18.198
rs11662211  KCNG2 T C -0.009 0.002 0.506 2.90E-09 4.46E-05 19.542
rs11680095  UBEZ2E3 T C -0.009 0.002 0.593 1.90E-08 4.08E-05 17.855
rs11696187  MIR646HG T C -0.014 0.002 0.160 4.20E-10 4.95E-05 21.686
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0.002
0.002
0.002
0.002
0.002
0.002
0.002
0.003
0.003
0.004
0.002
0.002
0.002
0.002
0.002
0.002
0.002
0.004
0.002
0.002
0.002
0.002
0.002
0.003
0.002
0.003
0.002
0.003
0.002
0.002
0.002
0.002
0.002
0.002

0.004

0.137
0.436
0.245
0.442
0.617
0.406
0.549
0.698
0.791
0.661
0.668
0.590
0.672
0.607
0.544
0.624
0.490
0.475
0.105
0.107
0.064
0.714
0.564
0.484
0.648
0.398
0.555
0.827
0.058
0.304
0.532
0.270
0.556
0.267
0.150
0.295
0.107
0.179
0.121
0.567
0.779
0.324
0.236
0.754
0.362

0.054

2.7E-09
6E-10
2.1E-09
1E-09
5.4E-09
4.5E-11
3.8E-10
1E-12
7.9E-09
2.5E-10
8.3E-09
1.2E-08
2.2E-08
3.8E-11
9.4E-12
1.7E-09
1.2E-08
1.4E-08
1E-08
1.3E-08
9.1E-10
8.9E-09
3E-08
3E-08
2.8E-09
6.7E-12
1.3E-11
7.7E-11
7.7E-09
3.2E-10
7.9E-09
3.3E-08
3.1E-08
7E-09
1.2E-08
2.2E-11
3.5E-10
45E-11
1.9E-08
1.1E-08
2.7E-09
3.7E-10
3.3E-10
1.6E-09
1.1E-08

4.6E-08

5.91E-05
6.39E-05
5.97E-05
6.20E-05
5.78E-05
7.36E-05
6.79E-05
8.46E-05
5.54E-05
6.65E-05
5.52E-05
5.50E-05
5.25E-05
7.31E-05
7.75E-05
6.03E-05
5.41E-05
5.37E-05
5.45E-05
5.39E-05
6.26E-05
5.51E-05
5.11E-05
5.12E-05
5.90E-05
7.89E-05
7.76E-05
7.07E-05
5.67E-05
6.69E-05
5.57E-05
5.09E-05
5.10E-05
5.61E-05
5.40E-05
7.46E-05
6.55E-05
7.24E-05
5.31E-05
5.46E-05
5.91E-05
6.62E-05
6.77E-05
6.04E-05
5.43E-05

5.08E-05

21.322
23.052
21.529
22.375
20.861
26.550
24.503
30.547
19.984
24.010
19.910
19.866
18.931
26.379
27.961
21.764
19.532
19.367
19.687
19.468
22.590
19.878
18.443
18.461
21.292
28.465
28.009
25.528
20.472
24.138
20.108
18.383
18.417
20.250
19.498
26.930
23.643
26.126
19.181
19.719
21.326
23.884
24.432
21.784
19.612

18.351



rs7630869 DAG1 T C 0.016 0.002 0.304 4E-16 1.10E-04 39.673
rs7662509 RNU6-887P A G 0.011 0.002 0.428 6.6E-09 5.62E-05 20.289
rs7663288 RP11 G A 0.012 0.002 0.729 1.2E-08  5.45E-05 19.665
rs7904398 CTNNA3 T C -0.010 0.002 0.503 2.4E-08 5.20E-05 18.774
rs7968738 RP11 A G -0.012 0.002 0.264 2.4E-09 5.99E-05 21.615
rs79720045 RP11 C T -0.013 0.002 0401 18E-11  7.82E-05 28.235
rs8046159 PKD1L3 G A 0.010 0.002 0.518 1.7E-08  5.31E-05 19.151
rs806795 HIST1H4E A G 0.010 0.002 0.470 1.4E-08 5.34E-05 19.284
s9288497 VWC2L G A 0.014 0.002 0.238 8.1E-11  7.03E-05 25.372
rs9375188 RP11 T C 0.016 0.002 0.484 5E-18 1.26E-04 45.301
rs9537571 PRR20A A G 0.019 0.003 0.096 1.1E-09 6.21E-05 22.414
rs11057408 ZNF664 T G -0.011 0.002 0.334 1.2E-08 5.69E-05 17.686
rs12068763 RP11 G T 0.012 0.002 0.219 3.7E-08  5.33E-05 16.562
rs12921753 DOC2A T C 0.012 0.002 0.400 2.9E-10 6.96E-05 21.631
PR rs2090660 AC068492.1 T C -0.013 0.002 0.194 3.7E-08  5.35E-05 16.622
rs2588917 C100rf107 A C -0.010 0.002 0.448 3.4E-08  5.39E-05 16.734
rs975303 RP1 G A 0.015 0.002 0.181 1.3E-09 6.48E-05 20.117




Figure S1. Scatter plot of SNPs effect sizes with MR-PRESSO outlier removed
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Figure S2. Leave-one-out analysis with MR-PRESSO outlier removed
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