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[bookmark: _Ref140007582]Supplemental Figure 1: Multiple single-parameter regressions. Shown for each set of parameters are the linear regression equation, coefficient of determination, and p-value for nonzero regression slope. Linear regression line of best fit is displayed as the solid green line, with 95% confidence bands in dashed green.
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[bookmark: _Ref140007714]Supplemental Figure 2: Lesion-wise parameter comparisons in reference prostate tissue (blue) and lesion (red). In patients with multiple lesions, a single reference prostate region was duplicated for comparison with each lesion.
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[bookmark: _Ref140007763]Supplemental Figure 3: Comparison of rate parameters across different regions of the prostate. No statistically significant differences were observed between prostatic zones or between left and right prostatic hemispheres for the parameters shown.
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[bookmark: _Ref140007767]Supplemental Figure 4: Comparison of  goodness-of-fit values for the 2T3k model time-activity curves. Results of a one-way nested ANOVA indicated that there were no significant differences in model appropriateness between prostatic zones (p=0.081), or between left and right prostate hemispheres. Additionally, pairwise comparisons of each prostatic zone yielded no significant differences using Tukey’s pairwise comparison method (central zone – transitional zone, p=0.5635; central zone – peripheral zone, p=0.3744; transitional zone – peripheral zone, p=0.0651).  
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