Table 1 Correlation between clinical characteristics of PDAC tissue and STK31 expression.
	Clinical pathological parameters
	STK31 protein
	P value

	
	No up-regulation
	Slightly upregulated
	Moderately upregulated
	Highly 
upregulated
	

	
	N=0
	N=21 (37%)
	N=32 (55%)
	N=4 (6%)
	

	Average Age
	64
	62 (45-79)
	64.5(45-75)
	66(51-72)
	0.9967

	Regional Lymph Node Metastasis
	
	
	
	
	0.123

	Yes
	0
	5 (45.5%)
	13 (76.5%)
	2 (66.7%)
	

	No
	1 (100%)
	6 (54.5%)
	4 (23.5%)
	1 (33.3%)
	

	Gender, n (%)
	
	
	
	
	0.2394

	Female
	1 (3.7%)
	10 (37%)
	15 (55.6%)
	1 (3.7%)
	

	Male
	0
	11 (34.4%)
	18 (56.3%)
	3 (9.4%)
	

	Pathological Type 
N (%)
	
	
	
	
	0.1205

	Well Differentiated 
	0
	2 (11.8%)
	0
	0
	

	Well-Moderately Differentiated
	0
	2 (11.8%)
	4(14.8%)
	0
	

	Moderately
Differentiated
	0
	10 (58.8%)
	23 (85.2%)
	3(100%)
	

	Moderately-Poorly
Differentiated
	0
	2(11.8%)
	1
	0
	

	Poorly Differentiated
	0
	1(5.9%)
	1
	0
	





Table 2. Antibodies
	Antibody
	Brand

	Anti STK31
	Abnova PAB2811


	Anti GAPDH
	ABclonal AMC0062R


	Anti-Tubulin
	ABclonal AC010


	Anti-KRASG12D/Anti KRASG12V
	Cell signaling Mutant Ras Antibody Sampler Kit #18070


	Anti-KRAS
	Santa Cruz (F234): sc-30


	Anti-CCNB1
	Cell signaling #4138


	Anti-cdc25c
	Santa Cruz sc-13138


	Anti-c-Jun
	Cell signaling 9165
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Table 3. Primers
	RT-qPCR primers
	Primers sequences
	Tm (Degree) 

	STK31
	F: 5’- GTCAAGTGTCTGCAAAGAGCTGG-3’
R: 5’- CTGTGGCAATGAGCCTTTCCTC-3’
	60

	CCNB1
	F: 5’-AATAAGGCGAAGATCAACATGGC-3’
R: 5’- TTTGTTACCAATGTCCCCAAGAG-3’
	60

	STK31 promoter
	F: ACAGAGAGCTGTGGAATCTAAGGAT
R: CACCACTGCACGTACCACAAA
	60

	STK31 CHIP
Site 1
	F: 5’-TGCACGTGTGCTACGGC-3’
R: 5’-CGTTGCGGAAGCTCTAGAAGA-3’
	60

	STK31 CHIP
Site 2
	F: 5’-ACAGAGAGCTGTGGAATCTAAGG-3‘
R: 5’-AAAATGTGTTTTTCAGATTGGTAGC-3’
	60

	c-Jun
	F:5’-TCCAAGTGCCGAAAAAGGAAG-3’
R:5’-CGAGTTCTGAGCTTTCAAGGT-3’
	60

	GAPDH
	F: 5' -TGCCTCCTGCACCACCAACT-3'
R: 5'- CCCGTTCAGCTCAGGGATGA-3"
	60

	KRAS 
	F:5’- CTGGTGGCGTAGGCAAGAGT-3’
R:5’-TGTAGGAATCCTCTATTGTTGGATCA-3’
	60












Table 4. shRNA and siRNA
	shRNA target
	Target sequence

	STK31-1
	GCTGCTGTGGATTTGACTA

	STK31-2
	CAAGATTTATGGTGGATTATT

	KRAS G12D
	GUUGGAGCUGUUGGCGUAG

	KRAS G12V
	GUUGGAGCUGAUGGCGUAG

	siRNA target
	Target sequence

	[bookmark: _Hlk138258163]c-Jun-1
	CGGACCTTATGGCTACAGTAA

	c-Jun-2
	TGGGTGCCAACTCATGCTAAC

	ATF2
	GCGAAATCTGTGGTTGTAAAT

	ELK1
	CCTGCTTCCTACGCATACATT

	siRNA target
	Target sequence

	NF1
	GCCAACCTTAACCTTTCTAAT

	c-Fos
	GCGGAGACAGACCAACTAGAA




