Supplementary information
Additional File 1: Fig. S1: A: The prognostic-related genes which associated with ferroptosis and disulfidptosis.
Additional File 2: Table S1: Univariate Cox regression analysis and K-M analysis of PRGs in BRCA patients.
Additional File 3: Table S2: Results of GSVA between two PRG subgroups.
Additional File 4: Table S3: Relative Fractions of tumor-infiltrating immune cells of BRCA patients by the ssGSEA algorithm.
Additional File 5: Table S4: DEGs between subtype A and subtype B.
Additional File 6: Table S5: GO enrichment analysis of the DEGs between the two PRG subgroups.
Additional File 7: Table S6: KEGG enrichment analysis of the DEGs between the two PRG subgroups.
Additional File 8: Table S7: Prognostic analysis of 219 subtype-associated genes with univariate Cox regression analysis.
Additional File 9: Table S8: Relative Fractions of tumor-infiltrating immune cells of BRCA patients by the ssGSEA algorithm.
Additional File 10: Table S9: The biological pathways in high-risk and low-risk groups by GSEA enrichment analysis.
Additional File 11: Table S10: Relative Fractions of tumor-infiltrating immune cells of BRCA patients by the CIBERSORT algorithm.
Additional File 12: Table S11: Relative Fractions of tumor-infiltrating immune cells of BRCA patients by the ssGSEA algorithm.
Additional File 13: Fig. S2: Results of Drug sensitivity analysis. A: Drug susceptibility analysis showing chemotherapy drugs which is sensitive to low-risk group. B: Drug susceptibility analysis showing chemotherapy drugs which is sensitive to high-risk group.
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