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Figure S5. Computational docking model for human CISD2 and WFS1. (A) ZDOCK
web server (http://zdock.umassmed.edu/) was used to perform protein-protein
molecular docking. The ZDOCK score for the CISD2/WFS1 docking model was
1430.867. The crystal structure of CISD2 (orange) was available in Protein Data Bank
(PDB ID: 3FNV). The predicted structure and transmembrane domains of WFS1 (blue)
were obtained from81. Magnified views of WFS1-CISD2 interactions were shown in
(B)-(D) to demonstrate the potential hydrogen bonds formed between WFS1 and
CISD2 (yellow lines).
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