FigureS1
[image: ]

FigureS2
[image: ]

FigureS3
[image: ]

FigureS4
[image: ]
FigureS5
[image: ]
FigureS6
[image: ]

image1.tiff
Dim2 (6.8%)

consensus CDF

1.0 4
08 4
w06 4
o
O
04 4
02 4
00 4
T T T T T T
o o < © ® o
consensus index
Individuals - PCA
1
1
100. |
1
I
50 . 1
1
0 - - = = - groups
EA
B
-50.
-100
-150

I 1
0 fo00

Dim1 (15.3%)

<100

2 Delta area

5

3w [e

2

&

S o

5 S

el

g2

=]

© o

4

& 1Y

£ o

(0]

j=2

c

T

< s A4

o

[

2

2

5 3 L . T .

o

= 2 4 6 8 10
= o o e o
] EACTOME ISENS!
S REACTOME METBOLISHOF_ A

Ratio

—log10(P Value)
7

16
15
4




image2.tiff
Dim2 (6.3%)

B C
Individual? - PCA
300+ f 5.
! -
200- ! il
05
100-
v £ 9
-1 E
ool ez gl-os
S
-100 S
-15
-200-
1
I 1 T I 1
25 0 250 500 750 rownames(re2)
Dim1 (21.7%)

event B 0 6 1
Wilcoxon, p = 7.3e-07

event




image3.tiff
lymph cancer

lymph normal

liver cancer

liver normal

.
@
o
c
®
[$)
=
=
7]

w.

skin normal




image4.tiff
0.75.

Estiamted Proportion

Cell Type. lm -

g

Estiamted Proportion

Cell Type

S 04 s
<] 5 04
goe 3
o o
Boz B i
5 T 02
£ £
501 B 1 L H
w Il . w I 1 1
00, ____—___*____ 0.0 ‘*——-———*—d-—————
Cell Type Cell Type
l:'ﬁ:."'&; ey Cell_type
& s el ottt i [Jristansh- IO el
% 3
< §i3
5 2 §88o25 .
k| A E2558%,5
228882 3 g3 8
TEC L, 5528803 £CE
28 5 2E8 §fa
2882 252 ges
358 328583358 33¢ -
22248 - Zaam 504
T cells regulatory (Tregs) 1
Neutrophils 08 3
T cells I a
NK cells activate 06 £
Macrophages 0.2
04 8
Eosinophils =
B cells naive: 02 ©
° ‘.
———— i.-i P, | [P N

T cells CD4 memory resting
Dendritc cells activat
Mast cells activat
NK cells resting
T cells CD4 naive:

Macrophages
Plasma cells
B cells memory

\\e-@ @0\ o"‘ & 5%
SRHIII dw\a S G ey

N_l

obs%@o“ &3@6@@‘} S (¢ é’é‘omb

2
RO
¢
‘Joo"‘f\‘i@\

& (9& &

&
°<°\\a‘g’;§" RRCRCR \‘cﬁ‘b {gw' "





image5.tiff
A

w

RPS28, H‘{dmxyurea RPS28, Chelerythrine RPS28, Imexon SAP30, PX-316
4oz . £ - s e .
2 2 g1 - g L H CE e £ ’
o 8] [} o o 0| mem = o * L.w
T pridon T Ereion Eapesion T espesson The_chpression_of RPS28  The_expression_of RPS28  The_expression_of RPS28  The_expression_of SAP30
RFSZB Cyclunhuspham\de RPL7, Ribavirin RPS28, Sapacitabine SAP30, lfosfamide @
Q Q Q Q S 87 . 2] %
2. 0 2 |3 2 3 R & - £
8 . 8 8 8 S R M * PN
< o o o o - = o N o e
U apessen 7 Evpression - Expression Expression The_expression_of RPS28  The_expression_of RPL7 ~ The_expression_of RPS28  The_expression_of_SAP30
BTAFI Nelarbine  RPS28 Ppobroman  RPS28, ST-505 NFo3, V-214096
. IR gl - g, 3 g . i
| ! : H £ 2, FRED
2 2 3" g v ¥
2. . . 3 ] 4 2 N
e i e iy 5 + 3 ]
‘ z 3 3 & e
[ . et 8 o —= —— 8 .8 ¢ 8 L
T bpsion C epreson Exprotsion Exprossion. V The_expression_of BTAF1  The_expression_of RPS28 The_expression_of RPS28  The_expression_of ZNFg3
RPL7 Pyrazoluacndme riskscore, Chelerythrine  BTAF- Melhy\medmsoluns ZNF93, RO-5126766 2
2| . § | - § | . E
8. 2 £, - 3 2
o 3] & o) 2 &
g E 3 B
. 84 - ] &

Ercason’ Erpresaion  mprgaion © Bosca: | The_expression_of RPLT  The_expression_of riskscore  The_expression_of BTAF1 The_expression of ZNFS3




image6.tiff
y (%)

)
°

>
©
)

o
X
z

Cell viab

150

100

50

150

100

50

UMI-77

» S

Imexon

1uM
2uMm
3uM
4uM

OuM
50uM
100uM
150uM
200uM

(%)

Cell viability

Cell viability (%)

150

100

50

150

100

50

Chelerythrine

@‘ N

Carmustine

0uM
2uM
4uM
6uM
8uM

0uM
50uM
100uM
150uM
200uM

Cell viability (%)

Cell viability (%)

150

100

50

Cyclophosphamide

o

5uM

10uM
15uM
20uM

OouM

10uM
20uM
30uM
40uM




