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Nucleotide sequences of the primers used for the identification of piroplasm and tick species.

	Gene
	Primer
	Sequence (5’-3’)
	Reference

	16S rDNA
	16s-F
	CTGCTCAATGATTTTTTAAATTGCTGTGG
	[1]

	
	16s-R
	CCGGTCTGAACTCAGATCAAGT
	

	18S rRNA
	BJ1-F
	GTCTTGTAATTGGAATGATGG 
	[2]

	
	BN2-R
	TAGTTTATGGTTAGGACTACG
	

	
	PIRO-A
	AATACCCAATCCTGACACAGGG
	[3]

	
	PIRO-B
	TTAAATACGAATGCCCCCAAC
	

	
	Babesia caballi-F
	CTTTGGTATTCGTTTTCTATGG
	In this study

	
	Babesia caballi-R
	CCTTCCTTTAAGTGATAAGGTTC
	

	
	Theileria equi-F
	GTATAAGCTTTTATATGGTGA
	In this study

	
	Theileria equi-R
	CCTTTAAGTGATAAGGTTCACAA
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