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MR leave-one -out sensitivity analysis
Supplementary Fig 1. Funnel plot (A), Scatter plot (B), Forest plot (C), leave-one-out analysis (D) of the causal effect of

family _Lachnospiraceae(A1,B1,C1,D1) and genus_ Butyricicoccus(A2,B2,C2,D2) on anoxic brain injury
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‘Supplementary Fig 2. Funnel plot (A), Scatter plot (B), Forest plot (C), leave-one-out analysis (D) of the causal effect of
genus_Eubacterium ventriosum group(A1,B1,C1.D1), genus_Lactococeus(A2,82.C2,D2).genus_Ruminococcus gauvreauii

group(A3,83,C3,D3), genus_Erysipelatoclostridium(Ad,B4,C4,D4), order_Desulfovibrionales(AS,B5,C5,D5), order NBIn(AS,

'B6,C6,D6) on bacterial meningitis.
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Supplementary Fig 3. Funnel plot (A), Scatter plot (B), Forest plot (C), leave-one-out analysis (D) of the causal effect of
anoxic brain injury on family_Veillonellaceae(A1,B1,C1,D1), genus_Eisenbergiella(A2,B2,C2,D2),genus_Lachnospiraceae

NC2004 group(AA3,B3,C3,D3) and genus_Oscillibacter(A4,B4,C4,D4).
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Supplementary Fig 4. Funnel plot (A), Scatter plot (B), Forest plot (C), leave-one-out analysis (D) of the causal effect of
bacterial meningitis on family_Clostridiales vadin BB60 group(A1,B1,C1,D1), genus_Eubacterium hallii group(A2,B2,C2,
D2), genus_Eubacterium ventriosum group (A3,B3,C3,D3) and genus_Erysipelatoclostridium(A4,B4,C4,D4).




