The PpMYB75-PpDFR module reveals the difference between ‘SR’ and its Bud Variant ‘RMHC’ in Peach Red Flesh
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Supplemental 
Fig S1. Flavonoid contents in the flesh of ‘SR’ and ‘RMHC’ during different periods. The same P0.05 level letter indicates no difference, while different P0.05 levels indicate differences. Error bars show the SE of three biological replicates.
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Fig S2. Volcano map of the differentially expressed metabolites (RF2, RF3, and CK3). S2 period of ‘RMHC’ (RF2), S3 period of ‘RMHC’ (RF3), S3 period of ‘SR’ (CK3).
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Fig S3. Enrichment of DEGS in the KEGG pathways. (A) RF1_vs._CK1. (B) RF2_vs._CK2. (C) RF3_vs._CK3. (4) RF4_vs._CK4.
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Fig S4. Heatmap of DEGS. (A) Analysis of bHLH transcript levels in ‘SR’ and ‘RMHC’ during different periods. (B) Analysis of MYB transcript levels in ‘SR’ and ‘RMHC’ during different periods. (C) Analysis of WD40 transcript levels in ‘SR’ and ‘RMHC’ during different periods.
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