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Table S1. Sequences of linkers.
	Linker
	Amino acid sequence
	Nucleotide sequence (5′-3′)

	Cprlinker
	CEHFGVEATGEESSIRQY
	TGCGAACACTTCGGTGTTGAGGCGACTGGCGAAGAATCTAGCATTCGTCAGTAT

	GSlinker
	GGGGSGGGGS
	GGCGGCGGTGGTTCTGGTGGTGGTGGCAGC





Table S2. Primers used in this study
	Primer
	Sequence (5′-3′)

	pETDute-1-T7-PdxS construction

	P1 
	CACAGCCAGGATCCGAATTCGATGGCTCAAACAGGTACTG

	P2 
	CTTAAGCATTATGCGGCCGCTTACCAGCCGCGTTCTTGCA

	pET28a-PBAD-mApple-gadz11 construction

	P3
	GCCACGATGCGTCCGGCGTAGAGGATCGATTATGACAACTTGACGGCTACATC

	P4
	TAATTTCGCGGGATCGAGATCAGATCTTTACTTGTACAATTCATCCATACCAC

	pET28a-PBAD-sulA-gadz11 construction

	P5
	GAGCTCTAAGGAGGTTATAAAAACATATGTACACTTCAGGCTATGCA

	P6
	CGTATTAATTTCGCGGGATCGAGATCTTTAATGATACAAATTAGAGTGAATTTTTAGCC

	pET28a-pdxS construction

	P7
	AGCAAATGGGTCGCGGATCCGAATTCATGGCTCAAACAGGTACTGA

	P8
	TGGTGGTGCTCGAGTGCGGCCGCCCAGCCGCGTTCTTGCATAC

	pET28a-pdxT construction

	P9
	ACAGCAAATGGGTCGCGGATCCGAATTCATGTTAACAATAGGTGTACT

	P10
	TGGTGGTGGTGCTCGAGTGCGGCCGCTACAAGTGCCTTTTGCTTAT

	pET28a-SNO1 construction

	P11
	AGCAAATGGGTCGCGGATCCGAATTCATGCACAAAACCCACAGTAC

	P12
	GGTGGTGGTGGTGCTCGAGTGCGGCCGCATTAGAAACAAACTGTCTGA

	pET28a-SNZ1 construction

	P13
	TGGGTCGCGGATCCGAATTCATGACTGGAGAAGACTTTAAGATCA

	P14
	TGGTGCTCGAGTGCGGCCGCCCACCCAATTTCGGAAAGTC

	pETDute-T7-pdxS-T7-pdxT construction

	P15
	AAGAAGGAGATATACATATGTTAACAATAGGTGTACTAGGACTTCAAG

	P16
	CGATCGCGTGGCCGGCCGATATCTTATACAAGTGCCTTTTGCT

	pETDute-T7-pdxS/pdxT

	P17
	CACAGCCAGGATCCGAATTCGATGGCTCAAACAGGTACTG

	P18
	CTTAAGCATTATGCGGCCGCTTACCAGCCGCGTTCTTGCA

	pACYCDute-T7-pdxT construction

	P19
	CACAGCCAGGATCCGAATTCGATGGCTCAAACAGGTACTG

	P20
	ACTTAAGCATTATGCGGCCGCTTATACAAGTGCCTTTTGCTTATATTCCTC

	pETDute-T7-pdxS-Cprlinker-pdxT construction

	P21
	ACAGCCAGGATCCGAATTCGATGGCTCAAACAGGTACTGA

	P22
	TCGCCTCAACACCGAAGTGTTCGCACCAGCCGCGTTCTTGCATACGCTGT

	P23
	TACTGACGAATGCTAGATTCTTCGCCAGTCGCCTCAACACCGAAGTGT

	P24
	AGAATCTAGCATTCGTCAGTATATGTTAACAATAGGTGTACTAGGACT

	P25
	ACTTAAGCATTATGCGGCCGCTTATACAAGTGCCTTTTGCTTATATTCCTC

	pETDute-T7-pdxs-GSlinker-pdxT construction

	P26
	ACAGCCAGGATCCGAATTCGATGGCTCAAACAGGTACTGA

	P27
	CACCACCACCAGAACCACCGCCGCCCCAGCCGCGTTCTTGCATAC

	P28
	CGGTGGTTCTGGTGGTGGTGGCAGCATGTTAACAATAGGTGTACTAGGACT

	P29
	ACTTAAGCATTATGCGGCCGCTTATACAAGTGCCTTTTGCTTATATTCCTC

	pETDute-T7-SNO1/SNZ1 construction

	P30
	ACAGCCAGGATCCGAATTCGATGCACAAAACCCACAGTAC

	P31
	GGTATATCTCCTTCGCGGCCGCTTAATTAGAAACAAACTGTCTG

	P32
	GCGGCCGCGAAGGAGATATACCATGACTGGAGAAGACTTTAAG

	P33
	CTTAAGCATTATGCGGCCGCTCACCACCCAATTTCGGAAAG

	pETDute-T7-SNO1-T7-SNZ1 construction

	P34
	AAGTATAAGAAGGAGATATACATATGATGACTGGAGAAGACTTTAAG

	P35
	GGCCGGCCGATATCCAATTGAGATCTTCACCACCCAATTTCGGAAAG

	pETDute-T7-SNO1 construction

	P36
	TCATCACCACAGCCAGGATCCGAATTCGATGCACAAAACCCACAGTAC

	P37
	CTTAAGCATTATGCGGCCGCTTAATTAGAAACAAACTGTCTG

	pACYCDute-T7-SNZ1 construction

	P38
	CATCACCACAGCCAGGATCCGAATTCGATGACTGGAGAAGACTTTAAG

	P39
	CTGTTCGACTTAAGCATTATGCGGCCGCTCACCACCCAATTTCGGAAAG

	pETDute-T7-SNO1-Cprlinker-SNZ1 construction

	P40
	ACAGCCAGGATCCGAATTCGATGCACAAAACCCACAGTAC

	P41
	GCCAGTCGCCTCAACACCGAAGTGTTCGCAATTAGAAACAAACTGTCTGA

	P42
	TACTGACGAATGCTAGATTCTTCGCCAGTCGCCTCAACACCGAAGT

	P43
	GAAGAATCTAGCATTCGTCAGTATATGACTGGAGAAGACTTTAAGATC

	P44
	CTTAAGCATTATGCGGCCGCTCACCACCCAATTTCGGAAAG

	pETDute-T7-SNO1-GSlinker-SNZ1 construction

	P45
	ACAGCCAGGATCCGAATTCGATGCACAAAACCCACAGTAC

	P46
	CCACCACCACCAGAACCACCGCCGCCATTAGAAACAAACTGTCTGA

	P47
	CGGTGGTTCTGGTGGTGGTGGCAGCATGACTGGAGAAGACTTTAA

	P48
	CTTAAGCATTATGCGGCCGCTCACCACCCAATTTCGGAAAG

	pT3-gRNA-gapC construction

	P49
	TTGACAGCTAGCTCAGTCCTAGGTATAATGCTAGCCGATTTACAACTGGTGAAAAGTTTTAGAGCTAGAAATAGCAAGTT

	P50
	GGTTCTTATGGCTCTTGTATCTATCAGTG

	Amplification of donor DNA fragment

	P51
	GCGGCCGCCTGCAGGTCGACAATCGGCTGGGTGAAGCGAT

	P52
	ATTACATATGCGCGCACAGGCGGAGGAAAA

	P53
	CTCCGCCTGTGCGCGCATATGTAATACGACTCACTATAGGGGAAT

	P54
	ACGTTCCTGACAGGAGAAAACCGAGCTCTTACCAGCCGCGTTCTTGCA

	P55
	GGTTTTCTCCTGTCAGGAACGTTCG

	P56
	TACTCAAGCTATGCATCCAACGCGTCGTCTTCCGGAGCCTGTCAT

	T7-pdxS-T7-pdxT cassette inserted into genome detection

	P57
	TGAACGCAACGACATTGCGATG

	P58
	TTGCCATGTTTTACGGCAGT
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Figure S1. Schematic drawing of recombinant plasmids for expressing mApple and SulA induced by L-arabinose in E. coli BL21(DE3). (A) pET28a-PBAD-mApple-gadz11. (B) pET28a-PBAD-sulA-gadz11.
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Figure S2. Field emission scanning electron micrographs of the recombinant E. coli. (A, B) Cells without the induction of sulA overexpression. (C, D) Cells were induced by 2 g/L L-arabinose for sulA overexpression.
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Figure S3. Schematic drawing of recombinant plasmids for expressing PdxS, PdxT, SNO1, and SNZ1 in E. coli BL21(DE3). (A) pET28a-pdxS. (B) pET28a-pdxT. (C) pET28a-SNO1. (D) pET28a-SNZ1.
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Figure S4. SDS-PAGE analysis of the expression and purification of PdxS, PdxT, SNO1, and SNZ1 from E. coli BL21(DE3). (A) Expression of PdxS and PdxT. M: protein ladder; 1: PdxS; 2: PdxT. (B) Expression of SNO1 and SNZ1. M: protein ladder; 3: SNO1; 4: SNZ1.
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Figure S5. T7-pdxS-T7-pdxT cassette was inserted into the genome of E. coli BL21(DE3). (A) Schematic drawing of plasmid for T7-pdxS-T7-pdxT cassette inserted into the genome. (B) Genomic PCR confirmed the integration of the T7-pdxS-T7-pdxT cassette into the E. coli BL21 (DE3) genome. M: DNA ladder; 1: BL21(DE3); 2: BP-11.
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