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SignalP-5.0 prediction (Gram-negative): Sequence
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MNNSSNNHKR KDFKVASLSL ALLLGCSTMA NAAVEKLTVS GNOTEAGGES TSFAGPSLEW
TAT(Tat/sSPI) —

LIPG(SECHSPIE% ----- 70 80 90 100 110 120

OTHER SNTGWGAEKF YTAETVAKAK TEFNATLIRA AIGHGTSTGG SLNFDWEGNM SRLDTVVNAA

310 320 330 340 350 360
: L TPGGSWNSLT SSGTKVKEIT QGWGGGSSNV DLDSDGDGVS DSLDQCNNTP AGTTVDSIGC
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MNNSSNNHKRKDFKVASLSLALLLGCSTMANAAVEKLTVSGNQILAGGESTSFAGPSLFWSNTGWGAEKEF 370 380 390 400 410 420

AVTDSDADGI SDNIDQCPNT PVGEAVNNVG CVVEVVEPQS DADNDGVNDD IDQCPDTPAG
55555555555555555555555555S5SS55SSOCUXXNXNXAXXXAXXXNX XXX XX AXXXX XXX XXX XX XXX XXX

: | : | . | : 430 440 450 460 470 480
» Protei 0 ® TSVDTNGCSV VSSTDCNGIN AYPNWVNKDY SGGPFTHNNT DDKMQYQGNA YSANWYTNSL
Toteln sequence
490
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