Supplementary Table 2  Parameters of whole genome nanopore sequencing.

	Sample
	Depth(X)
	Total bases(bp)
	Read length N50(bp)

	Pedigree1(II4)
	24.69X
	74,063,447,893.0
	28,875.0

	Pedigree2(II2)
	31.5X
	94,497,236,547.0
	23,948.0

	Pedigree3(II1)
	29.16X
	87,481,108,956.00
	44,441.0
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