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	1
	LOC101223126
	fatty acid hydroperoxide lyase, chloroplastic [Cucumis sativus]

	2
	LOC101202931
	catalase isozyme 1 [Cucumis sativus]

	3
	LOC101210306
	peroxidase 66 [Cucumis sativus]

	4
	LOC101214168
	peroxidase 42 [Cucumis sativus]

	5
	LOC101217954
	peroxidase 64 [Cucumis sativus]

	6
	LOC101221831
	peroxidase 43 [Cucumis sativus]

	7
	LOC101222901
	superoxide dismutase 2 [Luffa aegyptiaca]

	8
	LOC101210848
	PLAT domain-containing protein 1 [Cucumis sativus]

	9
	LOC101210945
	positive regulation of catalase activity

	10
	LOC101216662
	catalase activity

	11
	LOC101206498
	NAD(P)H oxidase activity

	12
	LOC101206777
	L-ascorbate oxidase activity

	13
	LOC101206941
	L-ascorbate peroxidase activity |response to oxidative stress |response to reactive oxygen species

	14
	LOC101212879
	oxidoreductase activity, acting on NAD(P)H, oxygen as acceptor |peroxidase activity

	15
	LOC101213852
	polyamine oxidase activity |polyamine catabolic process

	16
	LOC101217969
	NAD(P)H oxidase activity |respiratory burst involved in defense response

	17
	LOC101218616
	oxidoreductase activity, acting on NAD(P)H, oxygen as acceptor |peroxidase activity

	18
	LOC101202993
	chlorophyll a-b binding protein 8, chloroplastic [Cucumis sativus]

	19
	LOC101203342
	chlorophyll a-b binding protein of LHCII type 1-like [Cucumis sativus]

	20
	LOC101203467
	photosystem II reaction center W protein, chloroplastic [Cucumis sativus]

	21
	LOC101204396
	photosystem I reaction center subunit N, chloroplastic [Cucumis sativus]

	22
	LOC101205582
	photosystem II core complex proteins psbY, chloroplastic [Cucumis sativus]

	23
	LOC101205949
	photosystem II core complex proteins psbY, chloroplastic [Cucumis sativus]

	24
	LOC101207167
	photosystem II reaction center PSB28 protein, chloroplastic [Cucumis sativus]

	25
	LOC101207214
	photosystem I reaction center subunit II, chloroplastic [Cucumis sativus]

	26
	LOC101207278
	chlorophyll a-b binding protein 13, chloroplastic [Cucumis sativus]

	27
	LOC101209832
	photosystem I reaction center subunit psaK, chloroplastic [Cucumis sativus]

	28
	LOC101211276
	chlorophyll a-b binding protein of LHCII type 1-like [Cucumis sativus]

	29
	LOC101211740
	ATP synthase subunit delta, chloroplastic [Cucumis sativus]

	30
	LOC101214408
	ATP synthase gamma chain, chloroplastic [Cucumis sativus]

	31
	LOC101215480
	photosystem I reaction center subunit III, chloroplastic [Cucumis sativus]

	32
	LOC101216095
	ferredoxin--NADP reductase, leaf isozyme, chloroplastic isoform X1 [Cucumis sativus]

	33
	LOC101220312
	psbP-like protein 1, chloroplastic [Cucumis sativus]

	34
	LOC101222687
	chlorophyll a-b binding protein of LHCII type 1 [Cucumis sativus]

	35
	LOC101211618
	Nramp1 [Cucumis sativus]

	36
	LOC101211711
	Nramp3 [Cucumis sativus]

	37
	LOC101204028
	IRT [Cucumis sativus]

	38
	LOC101208262
	protein plant cadmium resistance 8 [Cucumis sativus]

	39
	LOC101203275
	heavy metal-associated isoprenylated plant protein 34 [Cucumis sativus]

	40
	LOC101213766
	heavy metal-associated isoprenylated plant protein 39 isoform X1 [Cucumis sativus]

	41
	LOC101215152
	heavy metal-associated isoprenylated plant protein 22 [Cucumis sativus]

	42
	LOC101221463
	heavy metal-associated isoprenylated plant protein 6 [Cucumis sativus]
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	43
	LOC105435438
	heavy metal-associated isoprenylated plant protein 39-like [Cucumis sativus]

	44
	LOC101202786
	response to cadmium ion

	45
	LOC101202929
	response to cadmium ion

	46
	LOC101202981
	response to cadmium ion

	47
	LOC101205126
	response to cadmium ion

	48
	LOC101205177
	response to cadmium ion

	49
	LOC101205390
	response to cadmium ion

	50
	LOC101205496
	response to cadmium ion

	51
	LOC101205677
	response to cadmium ion

	52
	LOC101205683
	response to cadmium ion

	53
	LOC101205918
	response to cadmium ion

	54
	LOC101206036
	response to cadmium ion

	55
	LOC101210649
	ABC transporters

	56
	LOC101212585
	ABC transporters

	57
	LOC101214695
	ABC transporters

	58
	LOC101219742
	ABC transporters

	59
	LOC101219432
	CAX2 [Cucumis sativus]

	60
	LOC101209347
	HAM5.1 [Cucumis sativus]

	61
	LOC101218333
	HAM5.2 [Cucumis sativus]

	62
	LOC101203821
	auxin-responsive protein SAUR21 [Cucumis sativus]

	63
	LOC101204067
	auxin-responsive protein SAUR21 [Cucumis sativus]

	64
	LOC101204264
	auxin-responsive protein SAUR32 [Cucumis sativus]

	65
	LOC101208132
	auxin-responsive protein IAA20 [Cucumis sativus]

	66
	LOC101208334
	auxin-responsive protein SAUR36 [Cucumis sativus]

	67
	LOC101212166
	auxin-responsive protein SAUR21 [Cucumis sativus]

	68
	LOC101203091
	indole-3-acetic acid-induced protein ARG7 [Cucumis sativus]

	69
	LOC101206247
	indole-3-acetic acid-amido synthetase GH3.17 [Cucumis sativus]

	70
	LOC101216386
	brassinosteroid insensitive 1-associated receptor kinase 1 [Cucumis sativus]

	71
	LOC101216389
	brassinosteroid insensitive 1-associated receptor kinase 1 [Cucumis sativus]

	72
	LOC101203911
	brassinosteroid biosynthesis

	73
	LOC101208789
	brassinosteroid biosynthesis

	74
	LOC101213466
	brassinosteroid biosynthesis

	75
	LOC101216594
	brassinosteroid biosynthesis

	76
	LOC101217020
	brassinosteroid biosynthesis

	77
	LOC101206842
	abscisic acid receptor PYL4 [Cucumis sativus]

	78
	LOC101208823
	abscisic acid receptor PYL8 [Cucumis sativus]

	79
	LOC101210262
	abscisic acid receptor PYL5 [Cucumis sativus]

	80
	LOC101210966
	abscisic acid receptor PYL12 [Cucumis sativus]

	81
	LOC101211059
	abscisic acid receptor PYL3 [Cucumis sativus]

	82
	LOC101212875
	Abscisic acid-insensitive 5-like protein 2 [Cucumis sativus]

	83
	LOC101206564
	ethylene-response factor C3 [Cucumis sativus]

	84
	LOC101210326
	ethylene-response factor C3 [Cucumis sativus]

	85
	LOC101214396
	Ethylene insensitive 3-like 1 protein [Cucumis sativus]
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	86
	LOC101212037
	jasmonoyl-L-amino acid synthetase JAR6 [Cucumis sativus]

	87
	LOC101213253
	gibberellin receptor GID1C-like isoform X1 [Cucumis sativus]

	88
	LOC101205904
	probable WRKY transcription factor 49 [Cucumis sativus]

	89
	LOC101206605
	WRKY transcription factor SUSIBA2 [Cucumis sativus]

	90
	LOC101212435
	probable WRKY transcription factor 27 [Cucumis sativus]

	91
	LOC101216931
	probable WRKY transcription factor 12 [Cucumis sativus]

	92
	LOC101203107
	transcription factor bHLH35 [Cucumis sativus]

	93
	LOC101203949
	transcription factor bHLH143 [Cucumis sativus]

	94
	LOC101203971
	transcription factor bHLH74 [Cucumis sativus]

	95
	LOC101204984
	transcription factor bHLH62 [Cucumis sativus]

	96
	LOC101203440
	transcription factor MYB17 [Cucumis sativus]

	97
	LOC101203786
	transcription factor MYB61 [Cucumis sativus]

	98
	LOC101204619
	transcription factor MYB101 [Cucumis sativus]

	99
	LOC101205447
	transcription factor MYB60 [Cucumis sativus]

	100
	LOC101205993
	transcription factor PIF5 [Cucumis sativus]

	101
	LOC101206441
	transcription factor PIF1 [Cucumis sativus]

	102
	LOC101214116
	bZIP transcription factor 44 [Cucumis sativus]

	103
	LOC101220715
	bZIP transcription factor 53 [Cucumis sativus]



