Supplementary data table S1 Probes used in BAT93 BAC library screening

Probes Position in BAT93 scaffolds (base pairs) Position in G19833 v1.0

M1 scaffold00018: 1535744..1535873 (130bp) Chr02: 48143220..48142964
M2 scaffold00018: 1567704..1567960 (262bp) Chr02: 48176114..48176373
M4 scaffold01334: 18077..18331 (255bp) Chr02: 48177889..48177634
M5 scaffold00140: 761507..761423 (85bp) Chr02: 48230593..48230773

M7 scaffold00140: 686445..686199 (247bp) Chr02: 48300627..48300874




Supplementary data table S2 Markers generated from P. vulgaris G19833
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Primer sequences

F GGA-TCA-ATT-CAT-CTA-TCT-ATC-TAT-GT
R CTT-TCT-GTT-TGT-GTC-TGA-TGG

F CAT-AAA-CCA-GAG-GCC-AGT-TCA

R AAT-ATC-CGA-TTT-CTA-GTA-TCC-G

F GTC-ATT-CTC-TTC-CTC-ACA-AGT-TCA

R CGT-AGA-CTT-TGG-ATT-TTA-TTC-TTG-C
F TGT-CTC-TAA-ATG-ACT-TGT-GTT-CCA

R CAT-AGT-TTT-GGG-CAC-TCT-CCA

F CTT-CCC-AGA-GTT-GTT-CAA-GAC-G

R TGC-TTA-GAA-ATG-CTG-GAG-CTG

F CTT-GGC-CCC-GAG-TAA-TCT-GTA

R CAA-AGG-GAC-TGA-GAG-TTG-CAG

F GTT-TCT-TCC-TGC-ACC-CAT-CAT-A

R GCC-TTT-TAG-TTG-GGA-TTT-GTT-GT

F GCT-TTG-CCG-CAT-CTT-ACT-TG

R TCA-ATT-TCC-TTC-ACC-ATT-CAA-A

F ATC-AAT-CAG-TTT-CAT-ACA-CAG-AGA
R CCT-CTT-CCC-ATA-CTA-CGT-TGA

Blue markers: markers co-segregating with R-BPMV



Supplementary data table S3 Markers generated from P. vulgaris BAT93
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Primer sequences

F GAA-CTC-ACC-ATT-CTT-CAC-TCT-CC
R AAT-TCA-GTC-TCC-CTA-ACT-CCA-TTG
F ACT-TCT-TGG-TTA-TCG-TGC-CAT-T

R TAG-TGT-GTT-CAT-CGG-GAA-ACA-A
F CAT-GCG-GAA-ACA-ACA-CAC-ATA

R TGT-TCA-CAT-GCA-ACT-CAC-GAT

F GAA-TTA-ACA-GTC-ACG-CCA-ACA-G
R TGG-CAC-ACA-TAT-CAT-TCC-AAA-T
F TAA-CCT-ATG-CCT-GTC-CCT-GAA

R CAT-GCA-CAT-TAA-GCA-ATC-CAC

F TTC-AGG-GAC-AGG-CAT-AGG-TTA-T
R TAT-TTA-GAC-ATT-GGC-GGA-GGA-T
F GGA-ACA-AAT-GGA-GAC-ATG-AAC-C
R ATC-AAA-GAC-ATC-CTC-GTC-AGG-T
F ATG-ATC-TTA-AAC-CCA-TCG-TCG-T
R TCA-TCC-TGT-GAA-AGA-GTT-CAG-C
F GAT-TCC-CAG-CAG-TTA-AAA-CCG-G
R AAC-CAT-GTT-GCC-TCC-AAA-AG

F TAT-CCG-ATG-ACA-TTG-CTG-AAC

R TGC-CAA-TCT-TCT-GAT-GAA-CG

F CTT-ATA-ACA-ATG-GTC-TTA-TGC-C
R CAA-AAC-TGC-ATC-CTC-AAC-CA

F GCA-AAT-TTA-TTG-CAA-ATC-AGA-
GAG

R CCA-CCA-ATC-TGC-TGG-AGT-CT

F CAC-AAG-AGC-GAT-ACG-ATA-CGA

R CGC-TCA-TGA-GAT-CTT-CAG-TCC

F CGA-TAT-CGC-ACC-TAA-ATA-CAT-AGC
R CAC-CTA-AGG-GAA-GCC-ACA-AA

Blue markers: markers co-segregating with R-BPMV



