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	VIM
	COL7A1
	MMP1
	MMP1
	gene name
	coefficient

	CDH1
	ITGA2
	SPP1
	SPP1
	EZH2
	0.32088905

	FN1
	ITGA6
	EZH2
	EZH2
	S100A9
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	ZEB1
	CYP27B1
	S100A9
	S100A9
	TNFRSF11B
	0.079363749

	CDH2
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	PFN2
	SPINK5
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	MMP2
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	PFN2
	FYN
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	SNAI2
	COL4A1
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	ZEB2
	LIPG
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	MAP7
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	IGFBP4
	IGF1
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	DPT
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	IGFBP2
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	MAP7
	FAAH2
	
	

	SERPINE1
	TGFBR3
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	TGFB1
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	LOX
	IGF1
	
	
	

	ESRP1
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	INHBA
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	ETS2
	
	
	

	WNT5A
	DBN1
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	GADD45B
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	FSTL1
	PRSS22
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Supplementary Figure1：EMT differentially expressed genes were connected to analysis the overall survival of HCC patients.
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