





Fig. S1 Transmission electron micrograph of the strain JX-17T cell cultured on TSA plate at 37 °C for 2 days. Scale bar = 2.0 μm
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[bookmark: _GoBack]Fig. S2 Maximum-likelihood (ML) phylogenetic tree based on 16S rRNA gene sequences, showing the taxonomic position of strain JX-17T and related type strains in the genus Paenibacillus. Bacillus subtilis DSM10T was used as an outgroup. Bootstrap values were calculated from 1000 replications and values below 50% are not indicated at branch points. Bar, 0.02 substitutions per nucleotide position.
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Fig. S3 Minimum evolution (ME) phylogenetic tree based on 16S rRNA gene sequences, showing the taxonomic position of strain JX-17T and related type strains in the genus Paenibacillus. Bacillus subtilis DSM10T was used as an outgroup. Bootstrap values were calculated from 1000 replications and values below 50% are not indicated at branch points. Bar, 0.01 substitutions per nucleotide position.
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Fig. S4 Two dimensional TLC profile of polar lipids extracted from strain JX-17T. DPG, diphosphatidylglycerol; PE, diphosphatidylethanolamine; PG, phosphatidylglycerol; GL, glycolypid; APL, aminophospholipid; PI, Phosphatidylinositol.
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