
R

K

DE
NQ

S

G

H

T

A

P

Y

V

M

C

L

F

I

W

r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002r = 0.7002

0

2500

5000

7500

10000

0.00 0.01 0.02
Mutability

N
um

be
r 

of
 m

ut
at

io
ns

a) Patients

R

K

DE
N

Q

S
G

H

T

A

P

Y

V

M

C

L

F

I

W

r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702r = 0.8702

0

5000

10000

15000

0.00 0.01 0.02 0.03
Mutability

N
um

be
r 

of
 m

ut
at

io
ns

b) 1000 genomes
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c) gnomAD

Supplementary figure S3. Comparison of the number of mutations vs mutability among datasets.


