	SNP
	chr
	EA
	NEA
	Beta
	SE
	pval
	Nearby gene
	F

	rs4072037
	1
	C
	T
	0.01
	0.001
	2.00E-36
	MUC1
	136

	rs13146355
	4
	G
	A
	0.005
	0.001
	6.27E-13
	SHROOM3
	45

	rs11144134
	9
	T
	C
	0.011
	0.001
	8.21E-15
	TRPM6
	55

	rs3925584
	11
	C
	T
	0.006
	0.001
	5.20E-16
	DCDC5
	60

	rs7965584
	12
	G
	A
	0.007
	0.001
	1.05E-16
	ATP2B1
	60

	rs448378
	3
	G
	A
	0.004
	0.001
	1.25E-08
	MDS1
	30


Supplementary Table S1. SNP used as instrumental variables in the Mendelian randomization analyses of Serum Magnesium Levels.










Chr: chromosome; EA: effect allele; NEA: non-effect allele; SE: standard error; SNP: single-nucleotide polymorphisms.













