Supplementary Figures (Fig. S1 – S3)
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Fig. S1
Scatter plot with Pearson’s correlation between PINK1 normalized counts and CIBERSORTx score of 16 types of immune cells in human LT (n = 653; No LT = 589, LT = 64). Gray dots and pink dots represent thyroids without/with LT
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Fig. S2
Scatter plot with Spearman’s correlation of IHC intensity scores of PINK1 and 8-OHdG. (n = 7/each)
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Fig. S3
(A) Microscopic image of 24-month-old Pink1 KO mice’s thyroid gland (400×). Black and gray arrow represented thyroid follicle cells with/without oncocytic changes, respectively. Boxplots of (B) Lmp2 expression and (C) IFNγ response score which is molecular marker of oncocytic change (n = 5/each). (D) Microscopic image of human thyroid gland with LT. Black and gray arrows represent thyroid follicle cells with and without oncocytic changes, respectively. Boxplots of (E) LMP2 expression and (F) IFNγ response score which is molecular marker of oncocytic change (n = 5/each). IFNγ response gene set was derived from MsigDB. Scale bars are as indicated. Data in bar plots are presented as mean ± SEM.
[bookmark: _GoBack]
image3.tiff
Mouse - Pink1 KO

w

Lmp2 normalized counts

9.0

8.7

8.4

8.1

m

LMP2 normalized counts

P =0.0049

WT  Pink1 KO

@)

o o o
o = N

IFNy response gene set score
\
s

I
o
)

T

IFNy response gene set score
o

P =8.6e-05

—J

WT  Pink1 KO

P <2e-16





image1.png
-~

X axis : PINK1 normalized counts
Y axis : Infiltration score of each immune cell type

B cells memory Plasma cells T cells CD4 naive T cells CD4 memory resting
*  R=-013 ®  R=-015 |4 ®  R=-0036 © R=-0.11
P=0.00061" 1.5 P=82e-05 P=036 *P=0.0072 [ 1.5

10
05
0.0

100 105 110 115 100 105 110 115 100 105 11.0 115 100 105 110 115

cells CD4 memory activated T cells gamma delta NK cells resting Monocytes
g O 0.15 . O 100
. R=-0.12 *® R=-0057] R=-0.097 R=011 [
o6

P=00023 | o, P=0.15 P=0013 P=00068 o /¢

100 105 110 115

10.0 105 11.0 115

100 105 11.0 115

100 105 11.0 115

Macrophages MO Macrophages M2 Dendritic cells resting Dendritic cells activated
. O O - Lo1s v s 0.20
R=-0052 08 . R=0028 | R=-0.12 R=0047
© p=019 hos P=048 . P=0.0019 P=023 |g15
Fo.10 .
.o
. % X 0.10
F0.05
i i r. 0.05
F0.00 000
100 105 11.0 115 100 105 11.0 115 100 105 11.0 115 100 105 11.0 115
Mast cells resting Mast cells activated Eosinophils - Neutrophils
g g - g - 0
R=-0056 ¢ 01 Loo R=0036 06
= . 8= .
p=0.15 o % $=00091 p=036
Fo.15 04
Fo.10
F0.05
F0.00

10.0 105 110 115

100 105 11.0 115

100 105 11.0 11.5

100 105 11.0 115




image2.png
8-OHdG IHC score

® NolT A T

PINK1 IHC score




