Highlights

  Outbreaks of Tetrahymena pyriformis in Poecilia reticulata were investigated;
Identification of parasitic T. pyriformis using morphological methods and phylogenetic analyses were conducted;
An oligonucleotide probe labelled with a fluorochrome was designed for finding the distribution of β-tubulin gene in T. pyriformis.
[bookmark: OLE_LINK1]Detailed pathological features of Poecilia reticulata were studied and analyzed;  
[bookmark: OLE_LINK2]The full-length cDNA of T. pyriformis β-tubulin gene (TUBB) was cloned, quantitative RT-PCR (qRT PCR) validation, secondary structure analysis and tertiary structure prediction of TUBB were also conducted. 
Phylogenetic analyses based on β-tubulin amino acid sequences of T. pyriformis and related species were conducted.
The present study indicated that β-tubulin was the key gene for T. pyriformis when infecting guppy, and this founding may be valuable for studies on Tetrahymenosis. 

