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Human research participants
Policy information about studies involving human research participants and Sex and Gender in Research. 

Reporting on sex and gender

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Ecological, evolutionary & environmental sciences study design
All studies must disclose on these points even when the disclosure is negative.

Study description

Research sample

Sampling strategy

Data collection

Timing and spatial scale

Data exclusions

Reproducibility

Randomization

Blinding

Did the study involve field work? Yes No

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

This article includes both female and male authors.

The authors of this article are from Asia and North America.

Authors contribution are described in the article.

Our research protocol is described in the method section. This research protocol did not cause any environmental
disturbance.

In the current study, through shotgun metagenomic sequencing of coastal soils along a salinity gradient, we uncovered different eco-
evolutionary strategies between bacteria and archaea under salt stress.

A total of 37 coastal soil samples along a salinity gradient were analyzed in this study.

A total of 37 topsoil samples were collected across a salinity gradient, with electric conductivity (EC) ranging from 0.14 dS m-1 to
13.65 dS m-1.

We focused on the genomic information of 500 microorganisms (400 bacteria and 100 archaea) with different response to salt stress,
including their genome size, Kyoto Encyclopedia of Genes and Genomes (KEGG) pathways, overall KEGG Orthologies (KOs), specific
KOs/genes encoding for salt-resistance and carbon-acquisition (C-acquisition).

Soil samples were collected in October 2019 and in Dongying (37º86"- 38º11"N, 118º23"E- 118º97"E) near the border of the Bohai
Gulf, north of Shandong Province, China.
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Information about the sampled locations and methods used in this manuscript are included in our Methods section.
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