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	gene ID
	protein name
	species

	AIA09571.1
	cytochrome P450 2D6
	Homo sapiens

	AIA09570.1
	cytochrome P450 2D6
	Homo sapiens

	AIA09569.1
	cytochrome P450 2D6
	Homo sapiens

	AIA09568.1
	cytochrome P450 2D6
	Homo sapiens

	ALT66174.1
	cytochrome P450 2C31
	Mactra chinensis

	NP_569721.1
	ATP-dependent DNA helicase Q5
	Mus musculus

	AHV83446.1
	cytochrome P450 family 4
	Pinctada imbricata

	ACM16804.2
	CYP450 family 4
	Ruditapes philippinarum

	AEW43452.1
	cytochrome P450
	Solen grandis

	ACJ66303.1
	cytochrome p450
	Anopheles stephensi

	ACJ66302.1
	cytochrome p450
	Anopheles stephensi

	ABQ08642.1
	cytochrome P450
	Anopheles stephensi

	ABQ08641.1
	cytochrome P450
	Anopheles stephensi

	ABQ08640.1
	cytochrome P450
	Anopheles stephensi

	ACP43726.1
	cytochrome P450
	Anopheles stephensi

	ACP43725.1
	cytochrome P450
	Anopheles stephensi

	ACP43724.1
	cytochrome P450
	Anopheles stephensi

	ACP43723.1
	cytochrome P450
	Anopheles stephensi

	ACP43722.1
	cytochrome P450
	Anopheles stephensi

	ACP43721.1
	cytochrome P450
	Anopheles stephensi

	ACP43720.1
	cytochrome P450
	Anopheles stephensi

	ACP43719.1
	cytochrome P450
	Anopheles stephensi

	ACP43718.1
	cytochrome P450
	Anopheles stephensi

	ACP43717.1
	cytochrome P450
	Anopheles stephensi

	ACP43716.1
	cytochrome P450
	Anopheles stephensi

	ACP43715.1
	cytochrome P450
	Anopheles stephensi

	AAP31899.1
	cytochrome P450 2C
	Bos taurus

	ATI94124.1
	cytochrome P450-33C2
	Bursaphelenchus xylophilus

	ATI94125.1
	cytochrome P450-33C1
	Bursaphelenchus xylophilus

	ATI94123.1
	cytochrome P450-33C4
	Bursaphelenchus xylophilus

	ATI94122.1
	cytochrome P450-33C9
	Bursaphelenchus xylophilus

	ADF87312.1
	cytochrome P450 3A
	Carassius gibelio

	NP_071958.1
	sulfotransferase 1B1
	Rattus norvegicus

	NP_036673.3
	cytochrome P450 1A2
	Rattus norvegicus

	NP_786936.1
	cytochrome P450 4A14
	Rattus norvegicus

	NP_695224.3
	cytochrome P450 3A2
	Rattus norvegicus

	NP_062057.2
	cytochrome P450 2C11 precursor
	Rattus norvegicus

	AAA48742.1
	cytochrome P-450 (CYP450)
	Gallus gallus

	NP_001001751.2
	cytochrome P450 family 3 subfamily A member 5
	Gallus gallus

	AVL92881.1
	CYP450
	Locusta migratoria

	AVL92880.1
	CYP450
	Locusta migratoria

	AVL92879.1
	CYP450
	Locusta migratoria

	AVL92878.1
	CYP450
	Locusta migratoria

	AVL92877.1
	CYP450
	Locusta migratoria

	AVL92876.1
	CYP450
	Locusta migratoria

	AVL92875.1
	CYP450
	Locusta migratoria

	AVL92874.1
	CYP450
	Locusta migratoria

	AVL92873.1
	CYP450
	Locusta migratoria

	AVL92872.1
	CYP450
	Locusta migratoria

	AVL92871.1
	CYP450
	Locusta migratoria

	AVL92870.1
	CYP450
	Locusta migratoria

	AVL92869.1
	CYP450
	Locusta migratoria

	AVL92868.1
	CYP450
	Locusta migratoria

	AVL92867.1
	CYP450
	Locusta migratoria

	AVL92866.1
	CYP450
	Locusta migratoria

	AVL92865.1
	CYP450
	Locusta migratoria

	AVL92864.1
	CYP450
	Locusta migratoria

	AVL92862.1
	CYP450
	Locusta migratoria

	AVL92863.1
	CYP450
	Locusta migratoria

	AVL92861.1
	CYP450
	Locusta migratoria

	AVL92860.1
	CYP450
	Locusta migratoria

	AVL92859.1
	CYP450
	Locusta migratoria

	AVL92858.1
	CYP450
	Locusta migratoria

	AVL92857.1
	CYP450
	Locusta migratoria

	AVL92856.1
	CYP450
	Locusta migratoria

	AVL92855.1
	CYP450
	Locusta migratoria

	AVL92854.1
	CYP450
	Locusta migratoria

	AVL92853.1
	CYP450
	Locusta migratoria

	AVL92852.1
	CYP450
	Locusta migratoria

	AVL92851.1
	CYP450
	Locusta migratoria

	AVL92850.1
	CYP450
	Locusta migratoria

	AVL92848.1
	CYP450
	Locusta migratoria

	AVL92849.1
	CYP450
	Locusta migratoria

	AVL92847.1
	CYP450
	Locusta migratoria

	AVL92846.1
	CYP450
	Locusta migratoria

	AVL92845.1
	CYP450
	Locusta migratoria

	AVL92844.1
	CYP450
	Locusta migratoria

	AVL92843.1
	CYP450
	Locusta migratoria

	AVL92842.1
	CYP450
	Locusta migratoria

	AVL92841.1
	CYP450
	Locusta migratoria

	AVL92840.1
	CYP450
	Locusta migratoria

	AVL92839.1
	CYP450
	Locusta migratoria

	AVL92838.1
	CYP450
	Locusta migratoria

	AVL92836.1
	CYP450
	Locusta migratoria

	AVL92837.1
	CYP450
	Locusta migratoria

	AVL92835.1
	CYP450
	Locusta migratoria

	AVL92834.1
	CYP450
	Locusta migratoria

	AVL92833.1
	CYP450
	Locusta migratoria

	AVL92832.1
	CYP450
	Locusta migratoria

	AVL92831.1
	CYP450
	Locusta migratoria

	AVL92830.1
	CYP450
	Locusta migratoria

	AVL92829.1
	CYP450
	Locusta migratoria

	AVL92828.1
	CYP450
	Locusta migratoria

	AVL92827.1
	CYP450
	Locusta migratoria

	AVL92826.1
	CYP450
	Locusta migratoria

	AVL92825.1
	CYP450
	Locusta migratoria

	AVL92824.1
	CYP450
	Locusta migratoria

	AVL92823.1
	CYP450
	Locusta migratoria

	AVL92822.1
	CYP450
	Locusta migratoria

	AVL92821.1
	CYP450
	Locusta migratoria

	AVL92820.1
	CYP450
	Locusta migratoria

	AVL92819.1
	CYP450
	Locusta migratoria

	AVL92818.1
	CYP450
	Locusta migratoria

	AVL92817.1
	CYP450
	Locusta migratoria

	AVL92816.1
	CYP450
	Locusta migratoria

	AVL92815.1
	CYP450
	Locusta migratoria

	AVL92814.1
	CYP450
	Locusta migratoria

	AVL92921.1
	hormone receptor HR96
	Locusta migratoria

	AVL92920.1
	hepatocyte nuclear factor 4
	Locusta migratoria

	AVL92919.1
	muscle aponeurosis fibromatosis MAF
	Locusta migratoria

	AVL92918.1
	Cap-N-collar C
	Locusta migratoria

	AVL92917.1
	Aryl hydrocarbon receptor
	Locusta migratoria

	AQY60265.1
	CYP3117C1
	Locusta migratoria

	QEJ80665.1
	cytochrome P450 2D82
	Equus caballus

	NP_001277892.1
	cytochrome P450 19A1-like
	Bubalus bubalis

	BAR92637.1
	nicotinic acetylcholine receptor beta-1 subunit
	Thrips palmi

	BAM84088.1
	sodium channel
	Thrips palmi

	UQN24047.1
	cytochrome P450 monooxygenase
	Tetranychus cinnabarinus

	QVD39549.1
	CYP450
	Schistocerca gregaria

	AJL35298.1
	CYP450 family 27
	Eisenia fetida

	AAP57078.1
	cytochrome P450
	Culex pipiens pallens

	AAP74753.1
	cytochrome P450
	Culex pipiens pallens

	ACL80569.1
	cytochrome P450
	Chironomus riparius

	ADQ08657.1
	cytochrome CYP450 2E1
	Camelus dromedarius

	AFJ20719.1
	CYP450 1A1
	Camelus dromedarius




Supplementary Table 2 Physicochemical properties and predicted locations of proteins encoded by 117 CYP genes in Pacific oyster.

	Gene names
	Number of amino acids
	Molecular weight
	pI
	number of atoms
	Instability index
	Aliphatic index
	GRAVY
	Predicted location(s)

	CgCYP1
	489
	56135.75
	6.21
	7966
	35.68
	94.81
	-0.149
	Endoplasmic reticulum.

	CgCYP2
	482
	55220.09
	7.64
	7827
	47.05
	91.20
	-0.183
	Endoplasmic reticulum.

	CgCYP3
	502
	57426.48
	6.66
	8131
	37.39
	92.95
	-0.099
	Endoplasmic reticulum.

	CgCYP4
	482
	55373.19
	8.35
	7836
	47.04
	86.33
	-0.240
	Endoplasmic reticulum.

	CgCYP5
	483
	55782.90
	8.24
	7883
	36.73
	83.95
	-0.258
	Endoplasmic reticulum.

	CgCYP6
	484
	55281.20
	8.63
	7812
	44.66
	84.21
	-0.219
	Endoplasmic reticulum.

	CgCYP7
	482
	55261.42
	8.97
	7869
	46.06
	95.04
	-0.165
	Endoplasmic reticulum.

	CgCYP8
	486
	55578.27
	7.56
	7903
	34.38
	96.11
	-0.171
	Endoplasmic reticulum.

	CgCYP9
	502
	57558.48
	6.55
	8054
	35.76
	81.71
	-0.219
	Endoplasmic reticulum.

	CgCYP10
	494
	56096.48
	6.12
	7875
	45.14
	87.04
	-0.154
	Endoplasmic reticulum.

	CgCYP11
	496
	56212.27
	6.81
	7962
	34.28
	97.26
	0.016
	Endoplasmic reticulum.

	CgCYP12
	481
	55373.29
	8.56
	7818
	37.66
	83.68
	-0.237
	Endoplasmic reticulum.

	CgCYP13
	485
	56050.10
	8.00
	7925
	42.46
	85.84
	-0.206
	Endoplasmic reticulum.

	CgCYP14
	499
	57459.58
	6.20
	8091
	39.08
	84.37
	-0.251
	Endoplasmic reticulum.

	CgCYP15
	501
	57356.80
	6.87
	8141
	37.71
	100.36
	-0.077
	Endoplasmic reticulum.

	CgCYP16
	494
	56097.33
	7.17
	unknown
	35.03
	94.49
	0.017
	Endoplasmic reticulum.

	CgCYP17
	489
	55537.08
	5.94
	7845
	35.37
	89.49
	-0.132
	Endoplasmic reticulum.

	CgCYP18
	499
	57328.35
	6.34
	8077
	41.16
	86.71
	-0.259
	Endoplasmic reticulum.

	CgCYP19
	503
	57534.84
	6.41
	8166
	39.22
	100.56
	-0.114
	Endoplasmic reticulum.

	CgCYP20
	500
	57711.74
	6.06
	8101
	35.72
	82.22
	-0.307
	Endoplasmic reticulum.

	CgCYP21
	475
	54453.70
	7.07
	7663
	46.84
	86.76
	-0.213
	Endoplasmic reticulum.

	CgCYP22
	503
	57400.64
	6.26
	8148
	37.38
	101.55
	-0.083
	Endoplasmic reticulum.

	CgCYP23
	500
	57284.25
	6.18
	8082
	33.37
	87.72
	-0.265
	Endoplasmic reticulum.

	CgCYP24
	501
	57437.73
	7.17
	8124
	35.68
	93.75
	-0.131
	Endoplasmic reticulum.

	CgCYP25
	500
	57030.15
	8.05
	8110
	46.14
	97.86
	-0.110
	Endoplasmic reticulum.

	CgCYP26
	500
	57425.26
	6.98
	8110
	34.00
	90.64
	-0.123
	Endoplasmic reticulum.

	CgCYP27
	497
	56925.86
	8.29
	8070
	40.33
	93.36
	-0.200
	Endoplasmic reticulum.

	CgCYP28
	502
	57240.01
	6.22
	8056
	32.99
	90.54
	-0.109
	Endoplasmic reticulum.

	CgCYP29
	502
	57402.43
	8.46
	8096
	32.48
	88.57
	-0.135
	Endoplasmic reticulum.

	CgCYP30
	501
	57031.27
	7.95
	unknown
	49.55
	88.12
	-0.093
	Endoplasmic reticulum.

	CgCYP31
	510
	58032.25
	8.60
	8209
	29.22
	90.75
	-0.101
	Endoplasmic reticulum.

	CgCYP32
	505
	58385.55
	6.18
	8266
	50.02
	100.50
	-0.190
	Endoplasmic reticulum.

	CgCYP33
	993
	113410.11
	6.91
	16095
	38.09
	94.68
	-0.158
	Endoplasmic reticulum.

	CgCYP34
	490
	56414.30
	6.00
	7916
	50.28
	84.51
	-0.279
	Endoplasmic reticulum.

	CgCYP35
	514
	58531.21
	6.51
	8188
	38.21
	81.34
	-0.167
	Endoplasmic reticulum.

	CgCYP36
	497
	56500.68
	8.03
	8027
	43.47
	95.73
	-0.126
	Endoplasmic reticulum.

	CgCYP37
	505
	57628.16
	5.99
	8050
	41.21
	79.50
	-0.159
	Endoplasmic reticulum.

	CgCYP38
	499
	57142.17
	8.46
	8082
	48.61
	95.93
	-0.133
	Endoplasmic reticulum.

	CgCYP39
	520
	59820.05
	8.15
	8483
	47.83
	95.77
	-0.233
	Endoplasmic reticulum.

	CgCYP40
	265
	30266.62
	5.16
	4224
	41.49
	80.15
	-0.372
	Endoplasmic reticulum.

	CgCYP41
	502
	57397.77
	7.53
	8124
	34.36
	93.37
	-0.058
	Endoplasmic reticulum.

	CgCYP42
	496
	57218.29
	6.49
	8097
	47.69
	92.96
	-0.189
	Endoplasmic reticulum.

	CgCYP43
	244
	28257.67
	5.93
	3976
	43.71
	88.28
	-0.210
	Endoplasmic reticulum.

	CgCYP44
	500
	57756.73
	6.53
	8203
	39.53
	94.30
	-0.170
	Endoplasmic reticulum.

	CgCYP45
	520
	60301.69
	5.59
	8493
	35.18
	96.15
	-0.100
	Endoplasmic reticulum.

	CgCYP46
	470
	53306.28
	5.60
	7513
	32.40
	92.43
	-0.151
	Endoplasmic reticulum.

	CgCYP47
	502
	57558.86
	9.18
	8174
	43.26
	93.01
	-0.170
	Endoplasmic reticulum.

	CgCYP48
	470
	53112.76
	5.39
	7451
	29.80
	87.28
	-0.177
	Endoplasmic reticulum.

	CgCYP49
	500
	57809.83
	6.59
	8200
	40.77
	93.14
	-0.170
	Endoplasmic reticulum.

	CgCYP50
	492
	56744.26
	7.12
	7957
	41.55
	82.87
	-0.235
	Endoplasmic reticulum.

	CgCYP51
	496
	57151.44
	8.54
	8084
	44.14
	94.50
	-0.120
	Endoplasmic reticulum.

	CgCYP52
	499
	57764.34
	8.86
	8105
	43.19
	82.26
	-0.321
	Endoplasmic reticulum.

	CgCYP53
	489
	56459.54
	8.47
	8020
	36.87
	94.66
	-0.165
	Endoplasmic reticulum.

	CgCYP54
	490
	56266.26
	8.48
	7941
	39.70
	85.67
	-0.229
	Endoplasmic reticulum.

	CgCYP55
	489
	55928.85
	6.98
	7923
	38.09
	93.91
	-0.123
	Endoplasmic reticulum.

	CgCYP56
	421
	48129.67
	8.82
	6868
	45.10
	105.77
	-0.151
	Endoplasmic reticulum.

	CgCYP57
	274
	32082.70
	5.12
	4508
	44.47
	81.82
	-0.306
	Endoplasmic reticulum.

	CgCYP58
	487
	56165.44
	6.81
	7905
	44.57
	88.85
	-0.286
	Endoplasmic reticulum.

	CgCYP59
	504
	57698.24
	7.53
	8158
	39.58
	89.38
	-0.099
	Endoplasmic reticulum.

	CgCYP60
	522
	60793.41
	8.92
	8598
	33.70
	86.21
	-0.334
	Endoplasmic reticulum.

	CgCYP61
	513
	58729.79
	6.07
	8302
	39.59
	91.42
	-0.246
	Endoplasmic reticulum.

	CgCYP62
	516
	59855.90
	8.50
	8480
	41.44
	92.34
	-0.203
	Endoplasmic reticulum.

	CgCYP63
	226
	25832.56
	7.71
	3645
	45.76
	84.07
	-0.300
	Endoplasmic reticulum.

	CgCYP64
	499
	57081.44
	9.10
	8077
	37.64
	89.28
	-0.049
	Endoplasmic reticulum.

	CgCYP65
	526
	59711.72
	8.67
	8399
	37.06
	80.99
	-0.345
	Endoplasmic reticulum.

	CgCYP66
	513
	59399.96
	6.16
	8394
	43.13
	88.77
	-0.281
	Endoplasmic reticulum.

	CgCYP67
	513
	58352.19
	8.68
	8216
	46.62
	82.51
	-0.308
	Endoplasmic reticulum.

	CgCYP68
	510
	58064.78
	9.13
	8259
	38.02
	95.20
	-0.050
	Endoplasmic reticulum.

	CgCYP69
	513
	58523.32
	9.19
	8252
	43.46
	83.51
	-0.346
	Endoplasmic reticulum.

	CgCYP70
	522
	60569.78
	8.65
	8540
	41.62
	84.92
	-0.352
	Endoplasmic reticulum.

	CgCYP71
	538
	62206.85
	9.02
	8752
	53.62
	79.16
	-0.424
	Endoplasmic reticulum. Mitochondrion.

	CgCYP72
	514
	58582.55
	6.95
	8251
	41.02
	87.24
	-0.210
	Endoplasmic reticulum.

	CgCYP73
	513
	59137.60
	8.31
	8378
	36.79
	90.49
	-0.265
	Endoplasmic reticulum.

	CgCYP74
	523
	60536.86
	8.49
	8522
	40.59
	81.76
	-0.392
	Endoplasmic reticulum.

	CgCYP75
	516
	60354.94
	7.54
	8479
	39.85
	85.70
	-0.267
	Endoplasmic reticulum.

	CgCYP76
	523
	59853.17
	8.89
	8469
	38.14
	84.97
	-0.269
	Endoplasmic reticulum.

	CgCYP77
	525
	61375.68
	8.58
	8675
	38.47
	93.01
	-0.345
	Endoplasmic reticulum.

	CgCYP78
	494
	56846.36
	6.79
	7953
	44.85
	82.65
	-0.324
	Endoplasmic reticulum.

	CgCYP79
	526
	60053.55
	8.65
	8441
	47.83
	82.34
	-0.400
	Endoplasmic reticulum.

	CgCYP80
	522
	59386.55
	8.91
	8381
	39.58
	82.38
	-0.266
	Endoplasmic reticulum.

	CgCYP81
	523
	59906.36
	8.98
	8488
	38.27
	86.27
	-0.253
	Endoplasmic reticulum.

	CgCYP82
	510
	58439.51
	7.97
	8228
	33.77
	86.61
	-0.239
	Endoplasmic reticulum.

	CgCYP83
	542
	62035.37
	9.23
	8751
	40.93
	76.83
	-0.429
	Endoplasmic reticulum. Mitochondrion.

	CgCYP84
	522
	59520.76
	8.70
	8421
	37.74
	86.65
	-0.246
	Endoplasmic reticulum.

	CgCYP85
	528
	59336.28
	9.27
	8385
	49.18
	84.60
	-0.279
	Endoplasmic reticulum. Mitochondrion.

	CgCYP86
	515
	59782.26
	8.88
	8430
	35.89
	84.60
	-0.347
	Endoplasmic reticulum.

	CgCYP87
	556
	63515.45
	8.79
	8977
	38.54
	85.94
	-0.287
	Endoplasmic reticulum.

	CgCYP88
	528
	60919.11
	9.16
	8560
	52.94
	77.20
	-0.416
	Endoplasmic reticulum.

	CgCYP89
	498
	58140.23
	6.64
	unknown
	40.91
	88.41
	-0.277
	Endoplasmic reticulum.

	CgCYP90
	512
	59232.60
	8.67
	8373
	38.37
	89.49
	-0.289
	Endoplasmic reticulum.

	CgCYP91
	498
	58224.43
	8.64
	8221
	41.67
	92.93
	-0.276
	Endoplasmic reticulum.

	CgCYP92
	493
	56885.93
	8.64
	8045
	36.61
	91.38
	-0.280
	Endoplasmic reticulum.

	CgCYP93
	431
	49702.92
	7.59
	6979
	45.21
	84.11
	-0.429
	Endoplasmic reticulum.

	CgCYP94
	518
	60276.33
	9.01
	8455
	52.29
	82.99
	-0.320
	Endoplasmic reticulum.

	CgCYP95
	488
	55936.54
	8.80
	7905
	46.02
	85.10
	-0.370
	Endoplasmic reticulum.

	CgCYP96
	524
	60400.46
	9.14
	8510
	41.20
	79.43
	-0.379
	Endoplasmic reticulum.

	CgCYP97
	499
	57933.88
	8.68
	8177
	40.28
	91.58
	-0.273
	Endoplasmic reticulum.

	CgCYP98
	491
	56009.51
	8.52
	7905
	39.03
	84.97
	-0.301
	Endoplasmic reticulum.

	CgCYP99
	505
	57755.71
	8.90
	8183
	39.61
	91.15
	-0.178
	Endoplasmic reticulum.

	CgCYP100
	533
	61458.64
	8.70
	8662
	48.89
	80.62
	-0.429
	Endoplasmic reticulum.

	CgCYP101
	518
	59443.65
	8.46
	8387
	36.20
	91.29
	-0.180
	Endoplasmic reticulum.

	CgCYP102
	500
	57382.17
	7.31
	8050
	42.27
	86.40
	-0.249
	Endoplasmic reticulum.

	CgCYP103
	511
	58849.10
	7.64
	8336
	36.27
	97.08
	-0.180
	Endoplasmic reticulum.

	CgCYP104
	505
	57896.79
	8.80
	8196
	40.50
	90.55
	-0.189
	Endoplasmic reticulum.

	CgCYP105
	510
	57646.52
	8.12
	8166
	37.69
	92.73
	-0.174
	Endoplasmic reticulum.

	CgCYP106
	103
	12163.18
	7.86
	1721
	42.17
	96.50
	-0.148
	Endoplasmic reticulum.

	CgCYP107
	503
	57941.77
	6.70
	8140
	38.65
	90.16
	-0.222
	Endoplasmic reticulum.

	CgCYP108
	502
	57411.13
	8.60
	8105
	42.69
	89.74
	-0.257
	Endoplasmic reticulum.

	CgCYP109
	502
	57381.33
	8.34
	8128
	38.74
	90.92
	-0.238
	Endoplasmic reticulum.

	CgCYP110
	499
	57207.22
	7.55
	8078
	38.20
	91.04
	-0.187
	Endoplasmic reticulum.

	CgCYP111
	506
	58525.32
	8.38
	8299
	40.61
	98.85
	-0.084
	Endoplasmic reticulum.

	CgCYP112
	469
	53236.96
	6.45
	7518
	44.90
	89.79
	-0.205
	Endoplasmic reticulum.

	CgCYP113
	419
	47049.09
	6.89
	6620
	47.01
	89.76
	-0.188
	Endoplasmic reticulum.

	CgCYP114
	475
	54507.94
	8.11
	7672
	38.77
	83.68
	-0.186
	Endoplasmic reticulum.

	CgCYP115
	469
	53918.87
	6.45
	7634
	43.73
	93.90
	-0.257
	Endoplasmic reticulum.

	CgCYP116
	144
	16799.54
	6.95
	2360
	34.67
	84.51
	-0.123
	Endoplasmic reticulum.



