Table S4 The risk genes and their coefficients for the risk model
	Gene id
	Coef
	Reported

	[bookmark: _Hlk93429286]PPP1R1B
	0.255237740096742
	1

	WEE1
	0.269543139558048
	2

	PEBP4
	0.193427283668453
	3

	TFAP2B
	0.0884107702826709
	4

	ETNPPL
	-0.338160536451652
	5

	ENDOU
	-0.193495874777752
	6

	CYP27B1
	0.309167894169022
	7

	NR3C2
	-0.24346550197173
	8

	CRLF1
	-0.0895431065029244
	9

	HELLS
	-0.299240228373321
	10

	MYB
	-0.133998820788727
	11

	GAS2L3
	0.253542404661998
	12

	E2F8
	0.339362688058833
	13

	E2F7
	0.284140409962796
	14

	GGH
	0.588482893387841
	15

	CHAF1B
	0.348533462881257
	16

	SLC25A18
	-0.156260099815907
	17

	PHYHD1
	0.338218868687728
	18

	[bookmark: _Hlk93429256]ZYG11A
	-0.349470772714206
	19

	ADH1B
	0.23583162482902
	20

	CENPH
	-0.927836187544114
	21

	NKX3-2
	0.13570428170474
	22

	FBXO5
	-0.512369878657993
	23

	CYS1
	-0.150082924282417
	24

	FAM167A
	-0.168305768491048
	No

	SLC15A5
	0.327660625305897
	No
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