Figure S1 
A. At protein level, CEP55 expressed most highly in HGG.
B. Univariate Cox regression reveals CEP55 is a risk factor for glioma prognosis;
C. Multivariate Cox regression revealed that CEP55 is an independent risk factor for glioma patients;
D. The expression of CEP55 in the remaining tumors from TCGA.
E. CEP55 is expressed in malignant cells predominantly based on TISCH.

Figure S2. Relationship between expression of CEP55 and clinical features in CGGA.

Figure S3. Relationship between CEP55 expression and survival rate of the remaining tumors in TCGA.

[bookmark: _Hlk92568827]Figure S4. NMF rank survey
Samples were differentiated into two clusters based on significant decline in the cophenetic.

Figure S5 Screening for potential therapeutic agents targeting CEP55 related genes.

