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Table S1: Metadata of samples used in this study. For each sample, the recoded sample ID, SARS-CoV-2 status, sex and test Ct values are shown.

	SampleID
	SARS-CoV-2 Status
	Sex
	NgeneCt
	Category

	GU11
	Negative
	Female
	40
	Negative

	GU12
	Negative
	Unknown
	40
	Negative

	GU13
	Negative
	Male
	40
	Negative

	GU14
	Negative
	Female
	40
	Negative

	GU15
	Negative
	Unknown
	40
	Negative

	GU17
	Negative
	Female
	40
	Negative

	GU19
	Negative
	Male
	40
	Negative

	GU33
	Negative
	Female
	40
	Negative

	GU34
	Negative
	Female
	40
	Negative

	GU35
	Negative
	Male
	40
	Negative

	GU36
	Negative
	Male
	40
	Negative

	GU37
	Negative
	Male
	40
	Negative

	GU38
	Negative
	Female
	40
	Negative

	GU39
	Negative
	Male
	40
	Negative

	GU40
	Negative
	Male
	40
	Negative

	GU51
	Negative
	Male
	40
	Negative

	GU52
	Negative
	Male
	40
	Negative

	GU53
	Negative
	Female
	40
	Negative

	GU54
	Negative
	Unknown
	40
	Negative

	GU55
	Negative
	Female
	40
	Negative

	GU58
	Negative
	Female
	40
	Negative

	GU59
	Negative
	Male
	40
	Negative

	GU71
	Negative
	Male
	40
	Negative

	GU72
	Negative
	Male
	40
	Negative

	GU73
	Negative
	Male
	40
	Negative

	GU74
	Negative
	Male
	40
	Negative

	GU75
	Negative
	Female
	40
	Negative

	GU76
	Negative
	Female
	40
	Negative

	GU77
	Positive
	Male
	27.37
	Moderate

	GU80
	Negative
	Female
	40
	Negative

	GU83
	Negative
	Male
	40
	Negative

	GU84
	Negative
	Female
	40
	Negative

	GU85
	Negative
	Female
	40
	Negative

	GU01
	Positive
	Female
	18.75
	High

	GU02
	Positive
	Male
	30.83
	Moderate

	GU03
	Positive
	Male
	23.25
	High

	GU04
	Positive
	Male
	23.13
	High

	GU05
	Positive
	Female
	36.53
	Low

	GU06
	Positive
	Female
	30.66
	Moderate

	GU07
	Positive
	Female
	28.38
	Moderate

	GU08
	Positive
	Female
	30.38
	Moderate

	GU09
	Positive
	Female
	32.55
	Moderate

	GU10
	Positive
	Male
	28.57
	Moderate

	GU22
	Positive
	Male
	32.92
	Moderate

	GU23
	Positive
	Male
	27.91
	Moderate

	GU24
	Positive
	Male
	29.79
	Moderate

	GU25
	Positive
	Female
	29.75
	Moderate

	GU26
	Positive
	Male
	29.57
	Moderate

	GU27
	Positive
	Female
	30.52
	Moderate

	GU28
	Positive
	Female
	30.51
	Moderate

	GU29
	Positive
	Male
	32.78
	Moderate

	GU30
	Positive
	Female
	20.74
	High

	GU41
	Positive
	Female
	30.81
	Moderate

	GU42
	Positive
	Male
	23.43
	High

	GU43
	Positive
	Male
	35.01
	Low

	GU44
	Positive
	Male
	36.83
	Low

	GU45
	Positive
	Male
	20.42
	High

	GU46
	Positive
	Female
	21.73
	High

	GU47
	Positive
	Unknown
	35.24
	Low

	GU48
	Positive
	Male
	20.9
	High

	GU49
	Positive
	Female
	26.53
	Moderate

	GU50
	Positive
	Female
	33.18
	Moderate

	GU56
	Positive
	Female
	21.86
	High

	GU60
	Positive
	Male
	28.06
	Moderate

	GU61
	Positive
	Female
	30.62
	Moderate

	GU62
	Positive
	Male
	29.84
	Moderate

	GU63
	Positive
	Male
	30.71
	Moderate

	GU64
	Positive
	Female
	32.61
	Moderate

	GU65
	Positive
	Female
	36.75
	Low

	GU66
	Positive
	Male
	26.95
	Moderate

	GU67
	Positive
	Male
	20.43
	High

	GU68
	Positive
	Male
	24.6
	High

	GU69
	Positive
	Male
	27.61
	Moderate

	GU70
	Positive
	Male
	21.93
	High

	GU81
	Negative
	Male
	40
	Negative

	GU86
	Positive
	Unknown
	19.52
	High

	GU87
	Positive
	Male
	33.26
	Moderate

	GU88
	Positive
	Female
	17.43
	High

	GU89
	Positive
	Male
	24.12
	High

	GU90
	Positive
	Male
	34.52
	Moderate





Fig S1: Alpha diversity estimates for pre-vaccination samples by viral load (A) and sex (B). Colored dots represent individual samples, and box plots show first and third quartiles. The solid horizontal line in the box shows the median alpha diversity estimate per group. Pairwise comparison was achieved with the Wilcoxon test with Benjamin-Holchberg (BH) p-adjusted correction. None of the groups showed significant differences.
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Fig S2: Principal coordinate analysis (PCoA) plots for microbial clustering between SARS-CoV-2-positive and SARS-CoV-2-negative individuals post vaccination. Samples (coloured dots) are clustered according to the bacterial abundance (A) and phylogenetic distances (B).
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