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Supplementary Figure3)

Figure 3) sds-page andysis of expr onand rificai on of thefusion peptide by Ni-NTA agarose lanel: supernatant of
E. coli lysate, lanes 2 and 3: washing buffer with 25 mM imidazole, lanes 4-8: ution buffer using 250 mM imidazole,
b) western blot anays's, lanes 1-4, soluble peptide, lanes 5-8, purified peptide, lanes 9-10, Native PDGF-BB as positive

control.



Figure 3S1)

Figure 3-S1) SDS-PAGE analys's of expression and purification before and after diaysis and concentration.
Lane 1) peptide expression. lane2) purified peptide before diaysis. Lane 3) purified peptide after didysis. lane 4) purified
peptide after concentrating on peg 6000. Lane 5) protein marker.



Figure 32)

figure 3-S2) SDS-PAGE andysis of expresson and purification.
lanes 1-4) peptide expression. Laneb) negative contral . lanes 6-9 ) Related to other proteinsto
control the study procedure.



Figure 3S3)
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figure 3-S3) SDS-PAGE andysis of expression of fuson peptide lanes 1-6 and lanes 8-9.
lane 7) negative contral.



