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Fig.S1 Two-dimensional thin-layer chromatography analysis of polar lipids from strain Z8T Abbreviations: DPG, diphosphatidylglycerol; PE, phosphatidylethanolamine; PG, phosphatidylglycerol; AL, unknown aminolipid; L 1-2, unidentified lipids.



Table S1. Quality control data statistics of Pseudomonas oryzisoli Z8T

	Sample name
	Three generations of read-length distribution
	Secondary sequencing data quality control

	
	Total Reads No.
	Total Bases (bp)
	Largest (bp)
	Average Len (bp)
	Insert size (bp)
	Read Len (bp)
	Raw Pair Reads
	Raw bases (bp)
	Raw Q20 (%)
	Clean Pair Reads
	Clean Single Reads
	Clean Bases (bp)
	Clean Q20 (%)

	Z8
	134251
	1205200980
	178363
	8977.22
	505
	150
	4831556×2
	1459129912
	97.03
	4734499×2
	94833
	1442198502
	97.57





Table S2. The genomic characteristics of Pseudomonas oryzisoli Z8T

	Features
	Chromosome
	Plasmid

	Genome size (bp)
	4445613
	22517

	G+C content (%)
	62.98
	57.33

	Protein-coding genes (CDS)
	4208
	31

	Number of 5S rRNA
	4
	0

	Number of 16S rRNA
	4
	0

	Number of 23S rRNA
	4
	0

	Number of tRNA
	65
	0

	Number of GI
	11
	0

	Number of CRISPR-Cas
	2
	0

	Number of IS
	4
	0







Table S3. The results of GEN III, API®50CH, and API®ZYM.
Strain: 1, Z8T; 2, Pseudomonas guguanensis JCM 18416T. “+”, Positive; “−”, negative; “w”, weakly positive reaction.
	
	Strain

	
	1
	2

	GEN III

	D-Raffinose
	-
	-

	α-D-Glucose
	+
	+

	D-Sorbitol
	-
	-

	Gelatin
	-
	-

	Pectin
	-
	-

	p-Hydroxy-phenylacetic Acid
	-
	-

	[bookmark: OLE_LINK3]Tween 40
	+
	+

	Dextrin
	+
	+

	α-D-Lactose
	-
	-

	D-Mannose
	-
	-

	D-Mannitol
	-
	-

	Glycyl-L-Prolin
	-
	-

	[bookmark: OLE_LINK8]D-Galacturonic Acid
	+
	+

	Methyl Pyruvate
	+
	+

	[bookmark: OLE_LINK9]γ-Amino-Butryric Acid
	+
	+

	[bookmark: OLE_LINK7]D-Maltose
	+
	+

	D-Melibiose
	-
	-

	D-Fructose
	W
	-

	D-Arabitol
	-
	-

	L-Alanine
	+
	+

	L-Galactonic Acid Lactone
	+
	+

	D-Lactic Acid Methyl Ester
	-
	-

	α-Hydroxy-Butyric Acid
	-
	-

	D-Trehalose
	-
	-

	β-Methyl-D-Glucoside
	-
	-

	D-Galactose
	-
	-

	myo-Inositol
	-
	-

	L-Arginine
	+
	+

	D-Gluconic Acid
	+
	+

	L-Lactic Acid
	+
	+

	β-Hydroxy-D,L Butyric Acid
	+
	+

	D-Cellobiose
	-
	-

	D-Salicin
	-
	-

	3-Methyl Glucose
	-
	-

	Glycerol
	-
	-

	L-Aspartic Acid
	+
	+

	[bookmark: OLE_LINK10]D-Glucuronic Acid
	+
	+

	Citric Acid
	+
	+

	α-Keto-Butyric Acid
	-
	-

	Gentiobiose
	-
	-

	N-Acetyl-D-Glucosamine
	-
	-

	D-Fucose
	-
	-

	D-Glucose-6-PO4
	-
	-

	L-Glutamic Acid
	+
	+

	Glucuronamide
	+
	+

	α-Keto-Glutaric Acid
	+
	+

	Acetoacetic
	-
	-

	Sucrose
	-
	-

	N-Acetyl-B-DMannosamine
	-
	-

	L-Fucose
	-
	-

	D-Fructose-6-PO4
	-
	-

	L-Histidine
	+
	+
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	+
	+

	D-Malic Acid
	-
	-

	Propionic Acid
	+
	+

	D-Turanose
	-
	-

	N-Acetyl-D-Galactosamine
	-
	-

	L-Rhamnose
	-
	-

	D-Aspartic Acid
	-
	-

	[bookmark: OLE_LINK12]L-Pyroglutamic Acid
	+
	+

	Quinic Acid
	+
	+

	L-Malic Acid
	+
	+

	Acetic Acid
	+
	+

	Stachyose
	-
	-

	N-Acetyl Neuraminic Acid
	-
	-

	lnosine
	-
	-

	D-Serine
	-
	-

	L-Serine
	+
	+

	D-Saccharic Acid
	+
	+
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	W
	W

	Formic Acid
	-
	-

	API 50 CH

	Control
	-
	-

	Glycerol
	+
	-

	Erythritol
	-
	-

	D-Arabinose
	-
	-

	L-Arabinose
	+
	-

	D-Ribose
	+
	-

	D-Xylose
	+
	+

	L-Xylose
	-
	-

	D-Adonitol
	-
	-

	Methyl-ß-D-xylopyranoside
	-
	-

	D-Galactose
	+
	+

	D-Glucose
	+
	+

	D-Fructose
	+
	w

	D-Mannose
	+
	w

	L-Sorbose
	-
	-

	L-Rhamnose
	-
	-

	Dulcitol
	-
	-

	Inositol
	-
	-

	D-Mannitol
	w
	-

	D-Sorbitol
	-
	-

	Methyl-α-D-mannopyranoside
	-
	-

	Methyl-α-D-glucopyranoside
	-
	-

	N-Acetylglucosamine
	-
	-

	Amygdalin
	-
	-

	Arbutin
	-
	-

	Esculin
Ferric citrate
	+
	+

	Salicin
	-
	-

	D-Cellobiose
	-
	-

	[bookmark: OLE_LINK2]D-Maltose
	-
	+

	D-Lactose (bovine origin)
	-
	-

	D-Melibiose
	+
	+

	D-Saccharose (sucrose)
	-
	-

	D-Trehalose
	-
	-

	lnulin
	-
	-

	D-Melezitose
	-
	-

	D-Raffinose
	-
	-

	Starch (amidon)
	-
	w

	Glycogen
	-
	+

	Xylitol
	-
	-

	Gentiobiose
	+
	w

	D-Turanose
	-
	-

	D-Lyxose
	-
	-

	D-Tagatose
	-
	-

	D-Fucose
	+
	+

	L-Fucose
	-
	-

	D-Arabitol
	w
	-

	L-Arabitol
	-
	-

	Potassium gluconate
	+
	+

	Potassium 2-ketogluconate
	+
	+

	Potassium 5-ketogluconate
	-
	-

	
	
	

	API ZYM

	Alkaline phosphatase
	+
	+

	Esterase (C4)
	+
	+

	Esterase Lipase (C 8)
	+
	+

	Lipase(C 14)
	W
	+

	Leucine arylamidase
	+
	+

	Valine arylamidase
	+
	+

	Cystine arylamidase
	-
	-

	Trypsin
	W
	+

	α-chymotrypsin
	-
	-

	Acid phosphatase
	+
	+

	Naphthol-AS-BI-phosphohydrolase
	+
	+

	α-galactosidase
	-
	-

	ß-galactosidase
	-
	-

	ß-glucuronidase
	-
	-

	α-glucosidase
	-
	-

	ß-glucosidase
	-
	-

	N-acetyl-ß-glucosaminidase
	-
	-

	α-mannosidase
	-
	-

	α-fucosidase
	-
	-






[bookmark: OLE_LINK5]Table S4. Comparison of the cellular fatty acid contents of strain Z8T and closely related species of genus Pseudomonas.
Strain: 1, Z8T; 2, Pseudomonas guguanensis JCM 18416T; 3, Pseudomonas khazarica TBZ2T; 4, Pseudomonas pharmafabricae ZYSR67-ZT; 5, Pseudomonas mangrovi TC11T. The values are percentages of total fatty acids. “tr”, Trace (less than 1%), “-”, no data available.

	Fatty acid
	Strain

	
	1
	2
	3
	4
	5

	[bookmark: OLE_LINK6]C10:0
	tr
	tr
	tr
	4.2
	-

	C10:0 3-OH
	tr
	tr
	5.0
	3.6
	tr

	C12:0
	8.34
	8.21
	9.0
	12.5
	6.5

	C12:0 3-OH
	3.44
	3.58
	4.1
	3.8
	2.6

	[bookmark: OLE_LINK19]C14:0
	tr
	1.00
	tr
	3.8
	8.3

	C15:0
	-
	-
	-
	1.4
	-

	Iso-C15:0 3-OH
	-
	-
	-
	-
	tr
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	25.64
	21.77
	15.7
	25.0
	-

	iso-C16:0
	tr
	-
	-
	-
	4.1

	iso-C17:0
	tr
	tr
	-
	-
	8.4

	C17:0
	tr
	tr
	1.0
	-
	tr

	C17:0 cyclo
	7.14
	0.69
	-
	-
	-

	C17:1 ω8c
	tr
	tr
	2.0
	-
	-

	C18:0
	tr
	tr
	tr
	-
	4.2

	C19:0 cyclo ω8c
	4.41
	tr
	-
	-
	-

	C16:1 ω7c and/or C16:1 ω6c†
	15.37
	18.29
	24.6
	30.9
	15.5

	[bookmark: OLE_LINK32]C18:1 ω7c and/or C18:1 ω6c†
	28.90
	40.76
	34.4
	11.9
	26.7

	†Cannot be separated by GLC with the MIDI system.
Data taken from: Tarhriz V et al.(2020)(Tarhriz et al., 2020), Yu X Y et al. (2018)(Yu et al., 2018), Ye Y et al.(2019)(Ye et al., 2019)
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