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Figure S1. Multiple sequence alignment of OC II protein coding region before and after codon optimization. SEQ1 refers to the coding sequence before codon optimization and SEQ2 refers to the codon-optimized sequence. * Describes the similarity between two sequences after optimization.













[image: ]Figure S2. Expression standardization of OC II protein through different IPTG concentrations. 0.1, 0.25, 0.5, 0.75, 1 and 2.5 mM IPTG concentrations were used and respective protein yields were depicted. Increasing IPTG concentration resembled OC II protein expression. 1mM IPTG concentration exhibited a higher yield of purified protein than other concentrations. 
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- - -GCCGAGGAGGCGCAGCAGCCACGCGGCGTGAAAGTGGGCGGCATCCACGACGCGLCG
ATGGCTGAAGAGGCACAGCAACCCAGGGGAGTCAAGGTGGGCGGCATCCAC-GAGCTCCG

WO MK ROKOKOKK NORKOKK Rk MOMOK O MOK ROK K 8 3kl 8 R R e 8 8 Ok K L T 2 3

GCCGGGCGCGAGAACGACCTCACCACCGTCGAGCTCGCCCGGTTCGCCGTCGCCGAGCAC
GCGGGTCGTGAAAACGATCTGACCACGGTGGAATTAGCCCGTTTCGCCGTTGCGGAACAC

K ROK MK KoK ROKOKOKOK Ok RORKOKK KK XK K OBORKKK ROKJORROKRKOK ROk KK KKK

AACAGCAAGGCCAACGCGATGCTGGAGTTGGAGAGGGTGGTGAAGGTGAGGCAGCAGGTG
AACAGCAAAGCGAATGCAATGCTGGAGTTGGAGCGCGTGGTTAAGGTGCGTCAACAAGTT

FORROKKKROK  HOK ROK OK JOROROKOKOKOIOKRIORIOKIRKK K ROIOKKK JOROKOKKOK & ROk KOk XK

GTGGGCGGGTTCATGCACTACCTCACCGTCGAGGTGAAGGAACCCGGCGGCGCCAATAAG
GTTGGTGGTTTTATGCATTATTTGACCGTCGAGGTTAAAGAACCGGGTGGCGCGAATAAA

MR MK MOk ROk ROKKOK K Kok MCOMCROROKORORKOROKROK K ROK RORMORK K ROROROROR K KO K

CTGTACGAGGCCAAGGTGTGGGAGAGGGCGTGGGAGAACTTCAAGCAGCTCCAGGATTTC
CTGTACGAGGCTAAAGTGTGGGAACGCGCATGGGAGAACTTTAAGCAGCTGCAGGACTTC

020020000 ROK KOROK K 0 8 f 8 Ok 8k MO RORONOKOKOKOKOKOKOKOK OKOKOK RO RORROK K KOOk

AAGCCCCTCGACGACGCCACCGCCT-- 322
AAGCCGCTGGACGACGCGACCGCGTAA 326
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