Table S1. RSCU table of B646L gene
	AA
	CODONS
	Clade1
	Clade2
	Clade3
	Clade4

	Phe
	TTT
	1.588
	1.647
	1.647
	1.0162

	
	TTC
	0.412
	0.353
	0.353
	0.9838

	Leu
	TTA
	0.383
	0.383
	0.3335
	0.1094

	
	TTG
	1.404
	1.532
	1.4
	1.7734

	
	CTT
	2.809
	2.681
	2.933
	1.4234

	
	CTC
	0.383
	0.383
	0.4
	0.9412

	
	CTA
	0.255
	0.383
	0.267
	0.2188

	
	CTG
	0.766
	0.638
	0.667
	1.5332

	Ile
	ATT
	1.529
	1.44
	1.471
	1.4708

	
	ATC
	0.706
	0.84
	0.941
	0.9692

	
	ATA
	0.765
	0.72
	0.588
	0.56

	Val
	GTT
	0.987667
	0.973
	1.13875
	1.7482

	
	GTC
	0.444
	0.324
	0.38875
	0.7386

	
	GTA
	1.444
	1.514
	1.30525
	0.7514

	
	GTG
	1.123333
	1.189
	1.1665
	0.7624

	Ser
	TCT
	0.977
	1.091
	0.6305
	1.195

	
	TCC
	0.977
	0.955
	1.59075
	2.3628

	
	TCA
	0.698
	1.091
	0.994
	0.1324

	
	TCG
	1.256
	0.818
	0.928
	0.7164

	
	AGT
	1.116
	1.091
	0.928
	0.531

	
	AGC
	0.977
	0.955
	0.928
	1.0622

	Pro
	CCT
	1.417
	1.191
	1.3125
	0.222

	
	CCC
	1.5
	1.702
	1.60425
	1.556

	
	CCA
	0.583
	0.596
	0.667
	2

	
	CCG
	0.5
	0.511
	0.417
	0.222

	Thr
	ACT
	0.656333
	0.571
	0.37425
	0.6362

	
	ACC
	1.343667
	1.429
	1.66025
	0.9528

	
	ACA
	0.698667
	0.667
	0.8885
	1.1218

	
	ACG
	1.301333
	1.333
	1.07625
	1.2888

	Ala
	GCT
	1.419
	1.548
	1.448
	0.9396

	
	GCC
	0.774
	0.645
	0.759
	1.0742

	
	GCA
	1.29
	1.161
	1.31
	0.644

	
	GCG
	0.516
	0.645
	0.483
	1.3422

	Tyr
	TAT
	0.846
	0.846
	0.90375
	0.865

	
	TAC
	1.154
	1.154
	1.09625
	1.135

	His
	CAT
	1.097
	1.161
	1.11675
	0.842

	
	CAC
	0.903
	0.839
	0.88325
	1.158

	Gln
	CAA
	0.991444
	0.923
	0.889
	1.1374

	
	CAG
	1.008556
	1.077
	1.111
	0.8626

	Asn
	AAT
	0.933
	0.978
	1
	1.3334

	
	AAC
	1.067
	1.022
	1
	0.6666

	Lys
	AAA
	1.125
	1.188
	1.25
	1.1944

	
	AAG
	0.875
	0.813
	0.75
	0.8056

	Asp
	GAT
	1.353
	1.412
	1.294
	1.7512

	
	GAC
	0.647
	0.588
	0.706
	0.2488

	Glu
	GAA
	1.36
	1.36
	1.26
	1.5

	
	GAG
	0.64
	0.64
	0.74
	0.5

	Cys
	TGT
	0.889
	1.111
	0.889
	0.9906

	
	TGC
	1.111
	0.889
	1.111
	1.0094

	Arg
	CGT
	0.857
	0.857
	1.286
	1.8828

	
	CGC
	2.143
	2.357
	1.714
	0.636

	
	CGA
	1.071
	0.857
	0.857
	1.1184

	
	CGG
	0.214
	0.214
	0.429
	0.8134

	
	AGA
	1.5
	1.5
	1.286
	0.509

	
	AGG
	0.214
	0.214
	0.429
	1.0406

	Gly
	GGT
	0.9
	0.8
	0.7
	1.4198

	
	GGC
	0.8
	0.8
	1.1
	0.4612

	
	GGA
	1.7
	1.7
	1.5
	0.553

	
	GGG
	0.6
	0.7
	0.7
	1.5658



Table S2. RSCU table of E183L gene
	AA
	CODONS
	Clade1
	Clade2
	Clade3
	Clade4

	Phe
	TTT
	1
	1
	1.24975
	0.8218

	
	TTC
	1
	1
	0.75025
	1.1782

	Leu
	TTA
	1.333
	1.333
	0.58625
	0.3618

	
	TTG
	1.333
	1.333
	1.17275
	2.312

	
	CTT
	0
	0
	0.58625
	0.5736

	
	CTC
	0.667
	0.667
	0.58625
	1.4472

	
	CTA
	2.667
	2.667
	1.8955
	0

	
	CTG
	0
	0
	1.17275
	1.306

	Ile
	ATT
	1.5
	1.25
	1.29825
	0.7324

	
	ATC
	1
	1.25
	1.24875
	0.9156

	
	ATA
	0.5
	0.5
	0.45375
	1.3526

	Val
	GTT
	1.025667
	1.143
	2.5755
	1.8196

	
	GTC
	2.644222
	2
	0.712
	2.1804

	
	GTA
	0
	0.571
	0.35625
	0

	
	GTG
	0.330222
	0.286
	0.35625
	0

	Ser
	TCT
	1.5
	1.5
	1.55
	1.9778

	
	TCC
	1
	1
	0.775
	0.4842

	
	TCA
	1.5
	1.5
	1.1625
	0

	
	TCG
	0.5
	0.5
	0.775
	0

	
	AGT
	1
	1
	0.3875
	0.9468

	
	AGC
	0.5
	0.5
	1.35
	2.592

	Pro
	CCT
	0.686444
	0.889
	0.58425
	0.48

	
	CCC
	0
	0
	0.11775
	1.08

	
	CCA
	2.209
	2
	2.26275
	0.88

	
	CCG
	1.104556
	1.111
	1.0355
	1.56

	Thr
	ACT
	1.455
	1.455
	1.3665
	1.997

	
	ACC
	0.545
	0.364
	0.5855
	1.285

	
	ACA
	1.091
	1.273
	1.562
	0.7178

	
	ACG
	0.909
	0.909
	0.4855
	0

	Ala
	GCT
	1.453667
	1.905
	1.861
	1.4398

	
	GCC
	0.545333
	0.381
	1.13975
	1.68

	
	GCA
	1.273444
	0.952
	0.63425
	0

	
	GCG
	0.727444
	0.762
	0.365
	0.8802

	Tyr
	TAT
	1.714
	1.714
	2
	0.5028

	
	TAC
	0.286
	0.286
	0
	1.4972

	His
	CAT
	2
	2
	1.333
	1.52

	
	CAC
	0
	0
	0.667
	0.48

	Gln
	CAA
	1.308333
	1.111
	1.111
	2

	
	CAG
	0.691667
	0.889
	0.889
	0

	Asn
	AAT
	0.5
	0.5
	0.5835
	1.4932

	
	AAC
	1.5
	1.5
	1.4165
	0.5068

	Lys
	AAA
	1.714
	1.429
	1.333
	2

	
	AAG
	0.286
	0.571
	0.667
	0

	Asp
	GAT
	1
	1
	1
	1.0666

	
	GAC
	1
	1
	1
	0.9334

	Glu
	GAA
	1.111
	1.111
	1.22325
	2

	
	GAG
	0.889
	0.889
	0.77675
	0

	Cys
	TGT
	2
	2
	2
	0.9484

	
	TGC
	0
	0
	0
	1.0516

	Arg
	CGT
	0
	0
	0
	1.5356

	
	CGC
	0
	0
	0
	1.6826

	
	CGA
	0.857
	0.857
	0
	0.337

	
	CGG
	0.857
	0.857
	1.5
	1.5908

	
	AGA
	4.286
	4.286
	2.25
	0.5694

	
	AGG
	0
	0
	2.25
	0.2848

	Gly
	GGT
	1.143
	1.143
	0.75
	0.7096

	
	GGC
	1.714
	1.714
	1.5
	2.2142

	
	GGA
	0.571
	0.571
	1.25
	1.076

	
	GGG
	0.571
	0.571
	0.5
	0



Table S3. RSCU table of CP204L gene
	AA
	CODONS
	Clade1
	Clade2
	Clade3
	Clade4

	Phe
	TTT
	1.774222
	1.773333
	1.741
	0.876

	
	TTC
	0.225778
	0.226667
	0.259
	1.124

	Leu
	TTA
	1.247667
	1.2255
	1.5
	0.096

	
	TTG
	1.276222
	0.868
	0.1
	2.214

	
	CTT
	0.887556
	1.3025
	0.8
	1.524

	
	CTC
	0.850556
	0.4345
	0.9
	1.92

	
	CTA
	0.462778
	0.4345
	0.4
	0

	
	CTG
	1.276222
	1.736
	2.3
	0.246

	Ile
	ATT
	2.080778
	2.076333
	1.78225
	1.2066

	
	ATC
	0.387
	0.384
	0.86425
	0.939

	
	ATA
	0.533222
	0.540667
	0.3535
	0.8544

	Val
	GTT
	1.538
	1.695
	1.1665
	1.8556

	
	GTC
	0.615
	0.282833
	0.8335
	1.3666

	
	GTA
	0.308
	0.609167
	0.667
	0

	
	GTG
	1.538
	1.413
	1.333
	0.7778

	Ser
	TCT
	0.992778
	1.346167
	0.61725
	2.3128

	
	TCC
	1.525333
	1.6245
	1.341
	1.3744

	
	TCA
	1.919444
	1.346167
	2.06525
	0

	
	TCG
	0.319889
	0.6735
	0
	0

	
	AGT
	0.319889
	0.336333
	0.75275
	1.7344

	
	AGC
	0.922444
	0.6735
	1.22425
	0.578

	Pro
	CCT
	3
	3
	2.16675
	0.1334

	
	CCC
	1
	1
	1.83325
	1.8666

	
	CCA
	0
	0
	0
	2

	
	CCG
	0
	0
	0
	0

	Thr
	ACT
	0.940111
	0.923
	0.93525
	0.9512

	
	ACC
	1.253667
	1.231
	0.7515
	1.3064

	
	ACA
	1.179667
	0.615
	1.68675
	0.8712

	
	ACG
	0.626556
	1.231
	0.6265
	0.8712

	Ala
	GCT
	1.303444
	1.360833
	1.449
	2.1334

	
	GCC
	0
	0
	0.154
	0

	
	GCA
	2.261556
	2.185
	1.6025
	1.8666

	
	GCG
	0.434222
	0.453333
	0.795
	0

	Tyr
	TAT
	2
	2
	2
	1.1746

	
	TAC
	0
	0
	0
	0.8254

	His
	CAT
	1.977778
	2
	1.714
	0.9016

	
	CAC
	0.022222
	0
	0.286
	1.0984

	Gln
	CAA
	1.778
	1.778
	1.2
	1.0858

	
	CAG
	0.222
	0.222
	0.8
	0.9142

	Asn
	AAT
	1.531111
	1.598667
	1.50025
	1.333

	
	AAC
	0.468889
	0.401333
	0.49975
	0.667

	Lys
	AAA
	1.285222
	1.3075
	1.25
	1.3522

	
	AAG
	0.714778
	0.6925
	0.75
	0.6478

	Asp
	GAT
	1.652111
	1.655833
	1.75025
	1.6

	
	GAC
	0.347889
	0.344167
	0.24975
	0.4

	Glu
	GAA
	1.310667
	1.182
	1.043
	0

	
	GAG
	0.689333
	0.818
	0.957
	0

	Cys
	TGT
	0
	0
	0
	0.996

	
	TGC
	2
	2
	2
	1.004

	Arg
	CGT
	0.133333
	1.2
	0
	1.6514

	
	CGC
	0
	0
	1
	0.5504

	
	CGA
	0
	0
	0
	1.101

	
	CGG
	0
	0
	0
	0

	
	AGA
	5.866667
	4.8
	5
	1.5036

	
	AGG
	0
	0
	0
	1.1934

	Gly
	GGT
	1.333
	1.333
	1.607
	1.6512

	
	GGC
	0
	0
	0.25
	0

	
	GGA
	1.333
	1.333
	2.143
	1.9112

	
	GGG
	1.333
	1.333
	0
	0.4376



Table S4. RSCU table of A224L gene
	AA
	CODONS
	Clade1
	Clade2
	Clade3
	Clade4

	Phe
	TTT
	1.7
	1.579
	1.3885
	1.4968

	
	TTC
	0.3
	0.421
	0.6115
	0.5032

	Leu
	TTA
	2.4
	2.625
	2.625
	0.6268

	
	TTG
	1.2
	1.125
	0.75
	1.88

	
	CTT
	2
	1.875
	1.875
	2

	
	CTC
	0
	0
	0
	0.5068

	
	CTA
	0
	0
	0.375
	0

	
	CTG
	0.4
	0.375
	0.375
	0.9868

	Ile
	ATT
	1.412
	1.412
	1.5
	1.1312

	
	ATC
	0.529
	0.529
	0.375
	0.6688

	
	ATA
	1.059
	1.059
	1.125
	1.2

	Val
	GTT
	1.5
	1.5
	1.5
	1.2272

	
	GTC
	0.5
	0.5
	0.5
	0.4276

	
	GTA
	1.5
	1.5
	0.5
	0.9846

	
	GTG
	0.5
	0.5
	1.5
	1.3606

	Ser
	TCT
	0.545
	0.545
	1.50025
	1.0056

	
	TCC
	2.182
	2.182
	1.2695
	1.5084

	
	TCA
	0
	0
	0.462
	0.1

	
	TCG
	0.545
	0.545
	0
	1.6928

	
	AGT
	1.091
	0.545
	0.923
	1.0056

	
	AGC
	1.636
	2.182
	1.846
	0.6872

	Pro
	CCT
	2.222
	2.667
	3.333
	1.143

	
	CCC
	0.889
	0.444
	0.667
	1.143

	
	CCA
	0.889
	0.889
	0
	1.714

	
	CCG
	0
	0
	0
	0

	Thr
	ACT
	0.667
	0.667
	0.604
	0.296

	
	ACC
	0.667
	0.667
	0.9065
	0.3966

	
	ACA
	2.629889
	2.333
	2.187
	2.4202

	
	ACG
	0.037
	0.333
	0.3025
	0.8874

	Ala
	GCT
	0.889
	1.2
	0.91675
	1.2048

	
	GCC
	0.444
	0.4
	0.458
	0.876

	
	GCA
	2.222
	2
	2.62525
	1.9192

	
	GCG
	0.444
	0.4
	0
	0

	Tyr
	TAT
	1.647
	1.647
	1.76275
	1.1464

	
	TAC
	0.353
	0.353
	0.23725
	0.8536

	His
	CAT
	0.889
	0.889
	1.5
	1.714

	
	CAC
	1.111
	1.111
	0.5
	0.286

	Gln
	CAA
	1.333
	1.5
	1.333
	1.4398

	
	CAG
	0.667
	0.5
	0.667
	0.5602

	Asn
	AAT
	1.667
	1.667
	1.49175
	1.667

	
	AAC
	0.333
	0.333
	0.50825
	0.333

	Lys
	AAA
	1.739
	1.727
	1.6775
	1.5654

	
	AAG
	0.261
	0.273
	0.3225
	0.4346

	Asp
	GAT
	1.714
	1.5
	1.5
	1.5998

	
	GAC
	0.286
	0.5
	0.5
	0.4002

	Glu
	GAA
	2
	2
	1.778
	2

	
	GAG
	0
	0
	0.222
	0

	Cys
	TGT
	0.889
	1.111
	1.2
	1.1606

	
	TGC
	1.111
	0.889
	0.8
	0.8394

	Arg
	CGT
	0.667
	0.667
	0.667
	0

	
	CGC
	0
	0
	0
	1.1828

	
	CGA
	2.667
	2.667
	2.667
	1.0114

	
	CGG
	0
	0
	0
	0.7714

	
	AGA
	2
	2
	1.333
	1.0114

	
	AGG
	0.667
	0.667
	1.333
	2.0228

	Gly
	GGT
	0.8
	1
	1
	0.889

	
	GGC
	2
	1.5
	1.66675
	0.444

	
	GGA
	1.2
	1.5
	0.889
	1.778

	
	GGG
	0
	0
	0.444
	0.889



Table S5. RSCU table of A179L gene
	AA
	CODONS
	Clade1
	Clade2
	Clade3
	Clade4

	Phe
	TTT
	1.385
	1.5125
	1.5
	1.429

	
	TTC
	0.615
	0.4875
	0.5
	0.571

	Leu
	TTA
	1.765
	1.765
	1.667
	1.0344

	
	TTG
	1.059
	1.059
	1.333
	1.191

	
	CTT
	1.059
	1.059
	1
	0.8264

	
	CTC
	0
	0
	0.667
	2.0696

	
	CTA
	1.412
	1.412
	1
	0

	
	CTG
	0.706
	0.706
	0.333
	0.8784

	Ile
	ATT
	1.727333
	1.737
	1.702
	1.513

	
	ATC
	0.628444
	0.632
	0.811
	0.6304

	
	ATA
	0.645111
	0.632
	0.487
	0.8566

	Val
	GTT
	0.889
	1.333
	1.1665
	2.0708

	
	GTC
	0.889
	0.444
	0.472
	0.235

	
	GTA
	0.444
	0.444
	0.472
	0.753

	
	GTG
	1.778
	1.778
	1.889
	0.941

	Ser
	TCT
	2
	2.5
	2
	2.02

	
	TCC
	2
	1.5
	2
	2.26

	
	TCA
	0.5
	0.5
	0.5
	0

	
	TCG
	0
	0
	0
	0

	
	AGT
	1
	1
	1
	1.0466

	
	AGC
	0.5
	0.5
	0.5
	0.6734

	Pro
	CCT
	0
	0
	0
	0

	
	CCC
	2
	2
	2
	1.7332

	
	CCA
	2
	2
	0
	2.2668

	
	CCG
	0
	0
	2
	0

	Thr
	ACT
	1.214778
	1.2
	1.2
	0.9846

	
	ACC
	1.214778
	1.2
	1.2
	0.328

	
	ACA
	0.355556
	0.4
	0.4
	2.0308

	
	ACG
	1.214778
	1.2
	1.2
	0.6566

	Ala
	GCT
	0.8
	0.8
	0.667
	0.6936

	
	GCC
	1.6
	1.6
	2
	0.6936

	
	GCA
	1.6
	1.6
	1.333
	2.6136

	
	GCG
	0
	0
	0
	0

	Tyr
	TAT
	1.636
	1.636
	1.182
	1

	
	TAC
	0.364
	0.364
	0.818
	1

	His
	CAT
	0.857
	0.857
	1
	1.143

	
	CAC
	1.143
	1.143
	1
	0.857

	Gln
	CAA
	1.25
	1.25
	1.143
	1.56

	
	CAG
	0.75
	0.75
	0.857
	0.44

	Asn
	AAT
	1.077
	1.077
	1
	1.667

	
	AAC
	0.923
	0.923
	1
	0.333

	Lys
	AAA
	1.5
	1.5
	1.4775
	2

	
	AAG
	0.5
	0.5
	0.5225
	0

	Asp
	GAT
	1.2
	1.6
	1.667
	1

	
	GAC
	0.8
	0.4
	0.333
	1

	Glu
	GAA
	0.5
	0.5
	0.667
	2

	
	GAG
	1.5
	1.5
	1.333
	0

	Cys
	TGT
	1.333
	1.333
	1.333
	0.8

	
	TGC
	0.667
	0.667
	0.667
	1.2

	Arg
	CGT
	0
	0
	0
	3

	
	CGC
	0
	0
	0
	0

	
	CGA
	0
	0
	0
	0

	
	CGG
	0
	0
	0
	0

	
	AGA
	6
	6
	4.25
	3

	
	AGG
	0
	0
	1.75
	0

	Gly
	GGT
	1.650556
	1.143
	1.333
	0.9164

	
	GGC
	0.571
	0.571
	0.667
	1.1564

	
	GGA
	1.206444
	1.714
	2
	1.542

	
	GGG
	0.571
	0.571
	0
	0.3856



Table S6. RSCU table of EP153R gene
	AA
	CODONS
	Clade1
	Clade2
	Clade3
	Clade4

	Phe
	TTT
	1.495333
	2
	1.67375
	1.739

	
	TTC
	0.504667
	0
	0.32625
	0.261

	Leu
	TTA
	3.731222
	3.529
	3.623
	3.712

	
	TTG
	0.371444
	0.353
	0.4155
	0.45

	
	CTT
	1.378333
	1.765
	1.9615
	1.5552

	
	CTC
	0
	0
	0
	0

	
	CTA
	0.488
	0.353
	0
	0.223

	
	CTG
	0.031778
	0
	0
	0.06

	Ile
	ATT
	1.203
	1.105
	0.9835
	1.1624

	
	ATC
	0.154333
	0.474
	0.4265
	0.2488

	
	ATA
	1.642
	1.421
	1.59025
	1.5892

	Val
	GTT
	3
	2
	2.5
	2.9334

	
	GTC
	0
	0
	0
	0

	
	GTA
	1
	2
	1
	1.0666

	
	GTG
	0
	0
	0.5
	0

	Ser
	TCT
	2.065667
	1.563333
	1.764
	1.7964

	
	TCC
	0
	0
	0
	0.0924

	
	TCA
	0.060556
	0.554167
	1.164
	0.7526

	
	TCG
	0
	0
	0
	0.1334

	
	AGT
	3.752556
	3.3275
	2.49575
	2.9162

	
	AGC
	0.121222
	0.554167
	0.577
	0.309

	Pro
	CCT
	3.703667
	2
	4
	2.6666

	
	CCC
	0
	0
	0
	0

	
	CCA
	0.296333
	2
	0
	1.3334

	
	CCG
	0
	0
	0
	0

	Thr
	ACT
	1.788444
	2.5
	1.95
	2.131

	
	ACC
	0
	0
	0.299
	0.08

	
	ACA
	1.732889
	1
	1.306
	1.509

	
	ACG
	0.478444
	0.5
	0.4445
	0.28

	Ala
	GCT
	3.777778
	0
	1.0665
	2.6

	
	GCC
	0
	0
	0
	0

	
	GCA
	0
	4
	2.7335
	1

	
	GCG
	0.222222
	0
	0.2
	0.4

	Tyr
	TAT
	1.412444
	1.6
	1.528
	1.5994

	
	TAC
	0.587556
	0.4
	0.472
	0.4006

	His
	CAT
	0.177778
	1
	2
	0.7866

	
	CAC
	0.044444
	1
	0
	0.4134

	Gln
	CAA
	2
	2
	1
	2

	
	CAG
	0
	0
	0.5
	0

	Asn
	AAT
	1.766
	1.826
	1.8715
	1.7836

	
	AAC
	0.234
	0.174
	0.1285
	0.2164

	Lys
	AAA
	1.757
	1.474
	1.57925
	1.5344

	
	AAG
	0.243
	0.526
	0.42075
	0.4656

	Asp
	GAT
	2
	2
	1.7
	1.96

	
	GAC
	0
	0
	0.3
	0.04

	Glu
	GAA
	1.333333
	1
	1.37475
	1.0666

	
	GAG
	0.222222
	1
	0.62525
	0.9334

	Cys
	TGT
	1.911111
	1.6
	1.857
	1.6434

	
	TGC
	0.088889
	0.4
	0.143
	0.3566

	Arg
	CGT
	1.777778
	6
	2.25
	2.4

	
	CGC
	0
	0
	0
	1.2

	
	CGA
	1.777778
	0
	1.5
	0.6

	
	CGG
	0
	0
	0.5
	0

	
	AGA
	1.777778
	0
	1.75
	0.6

	
	AGG
	0.666667
	0
	0
	1.2

	Gly
	GGT
	2.504778
	1
	0.5835
	1.1522

	
	GGC
	0.063444
	0.5
	0
	0.2284

	
	GGA
	1.431778
	2.5
	3.1665
	2.4856

	
	GGG
	0
	0
	0.25
	0.1334



