Genome-wide characterization and evolutionary analysis of the AP2/ERF gene family in lettuce (Lactuca sativa)
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Figure S1. The heatmap showing the expression patterns of tandemly (a) and segmentally (b) duplicated genes in response to cold, heat, salt, and drought.  Each row corresponds to a specific gene, and each column represents a stress condition. The color intensity indicates the level of gene expression: red for upregulation and green for downregulation, relative to the control condition. 
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