Fig. S1 A. The qRT-PCR was used to confirm the effectiveness of knocking down and overexpressing HNF4A-AS1.
Fig. S2 HNF4A-AS1 physically interacted with PCBP2. A. Venn diagram showing the binding proteins of HNF4A-AS1 sense and antisense. B. The score of PCBP2 binding site of HNF4A-AS1, date from csbio. (http://www.csbio.sjtu.edu.cn) C. The deletion mutant sequence of deletion mutants.
[bookmark: OLE_LINK1]Fig. S3 PCBP2 was associated with the prognosis of HCC patients. A. PCBP2 was upregulated in HCC tissues. Data from Starbase. B-C. Overall survival and disease-free survival in HCC patients with high or low expression of PCBP2. Data from GEPIA. 
Fig. S4 PCBP2 had no regulatory effect on HNF4A-AS1. A-B. The expression of HNF4A-AS1 was detected by qRT-PCR after PCBP2 knockdown or overexpression in SK-Hep1 and YY8103 cells.
Fig. S5 A. The full-length, 3’UTR, 5’UTR and CDS sequence of AGR2 mRNA (data from UCSC).
Fig. S6 Transfection efficiency of siRNA and plasmid. A-C. The knockdown and overexpression efficiency of PCBP2, AIP4 and AGR2 were detected by western blot analysis.

