Supplementary data 1. Model estimation each multi- and single-locus dataset
Single-locus analyses 
	
	IQ-TREE
	RAxML
	MrBayes
	Figure

	SSU
	NA
	NA
	NA
	Fig. 1

	ITS
	TIM2e+G4
ln = − 2672.1594
	GTR+G
	SYM+G
	Fig. 1

	LSU
	TNe+I
ln = −1870.3428
	GTR+G
	K80+G
	Fig. 1

	mtSSU
	F81+F
ln = −917.8124
	GTR+G
	F81+H
	Fig. 1

	rpb2
	P1 TN+F+G4 
P2 F81+F
P3 K2P+I
ln = −3518.7168
	P1: GTR+G
P2: GTR+G
P3: GTR+G
	P1: GTR+I
P2: F81+H
P3: K80+I
	Fig. 1

	tub
	In1: K2P
P1: JC+I
In2: K2P+I
P2: JC+I
In3: K2P+I
P3: TOM2+F+I
In4: TN+F+I
ln = −2111.0927
	In1: GTR+G
P1: GTR+G
In2: GTR+G
P2: GTR+G
In3: GTR+G
P3: GTR+G
I4: GTR+G
	In1: K80+G
P1: JC69+G
In2: K80+G
P2: JC69+H
In3: K80+G
P3: GTR+G
In4: K80+G
	Fig. 1


P1 mean first position of codon, P2 second position, P3 third position
In1 mean Intron 1, In2 Intron2, In3 Intron3, In4 Intron4


Multi-locus analyses 
	
	IQ-TREE
	RAxML
	MrBayes
	Figure

	SSU+ITS+LSU+rpb2+mtSSU+
tub (exon + intron)
	SSU: JC+I
ITS: TIM2e+G4
LSU: TNe+I
RPB2_P1: TN+F+G4
RPB2_P2: F81+F
RPB2_P3: K2P+I
mtSSU: F81+F
BT_P1: JC
BT_P2: JC
BT_P3: TPM2+F+I
BT_In1: JC
BT_In2: JC
BT_In3: TPM2+F+I
BT_In4: TPM2+F+I
ln = −11464.4892
	SSU: GTR+G
ITS: GTR+G
LSU: GTR+G
RPB2_P1: GTR+G
RPB2_P2: GTR+G
RPB2_P3: GTR+G
mtSSU: GTR+G
BT_P1: GTR +G
BT_P2: GTR +G
BT_P3: GTR+G
BT_In1: GTR+G
BT_In2: GTR+G
BT_In3: GTR+G
BT_In4: GTR+G

	SSU: JC69+H
ITS: SYM+G
LSU: K80+G
RPB2_P1: GTR+G
RPB2_P2: F81+H
RPB2_P3: K80+H
mtSSU: F81+H
BT_P1: JC69+G
BT_P2: JC69+H
BT_P3: HKY85+G
BT_In1: K80+G
BT_In2: K80+G
BT_In3: K80+G
BT_In4: K80+G

	Fig. 1

	SSU+ITS+LSU+rpb2+mtSSU+
tub (exon)
	SSU: JC+I
ITS: TIM2e+G4
LSU: TNe+I
RPB2_P1: TN+F+G4
RPB2_P2: F81+F
RPB2_P3: K2P+I
mtSSU: F81+F
BT_P1: JC
BT_P2: JC
BT_P3: TPM2+F+I
ln = −11464.4892
	SSU: GTR+G
ITS: GTR+G
LSU: GTR+G
RPB2_P1: GTR+G
RPB2_P2: GTR+G
RPB2_P3: GTR+G
mtSSU: GTR+G
BT_P1: GTR +G
BT_P2: GTR +G
BT_P3: GTR+G
	SSU: JC69+H
ITS: SYM+G
LSU: K80+G
RPB2_P1: GTR+G
RPB2_P2: F81+H
RPB2_P3: K80+H
mtSSU: F81+H
BT_P1: JC69+G
BT_P2: JC69+H
BT_P3: GTR+G
	Fig. 1

	SSU+ITS+LSU+rpb2+mtSSU
	SSU: JC+I
ITS: TIM2e+G4
LSU: TNe+I
RPB2_P1: TN+F+G4
RPB2_P2: F81+F
RPB2_P3: K2P+I
mtSSU: F81+F
ln = −10714.4990
	SSU: GTR+G
ITS: GTR+G
LSU: GTR+G
RPB2_P1: GTR+G
RPB2_P2: GTR+G
RPB2_P3: GTR+G
mtSSU: GTR+G
	SSU: JC69+H
ITS: SYM+G
LSU: K80+G
RPB2_P1: GTR+G
RPB2_P2: F81+H
RPB2_P3: K80+H
mtSSU: F81+H

	Fig. 1

	SSU+ITS+LSU+RPB2
	SSU: JC+I
ITS: TIM2e+G4
LSU: TNe+I
RPB2_P1: TN+F+G4
RPB2_P2: F81+F
RPB2_P3: K2P+I
ln = −9782.2437
	SSU: GTR+G
ITS: GTR+G
LSU: GTR+G
RPB2_P1: GTR+G
RPB2_P2: GTR+G
RPB2_P3: GTR+G
	SSU: JC69+H
ITS: SYM+G
LSU: K80+G
RPB2_P1: GTR+G
RPB2_P2: F81+H
RPB2_P3: K80+H
	Fig. 1

	SSU+ITS+LSU 
	SSU: JC
ITS: TIM2e+G4
LSU: TNe+I
ln = −6190.0971
	SSU: GTR+G
ITS: GTR+G
LSU: GTR+G
	SSU: JC69+H
ITS: SYM+G
LSU: K80+G
	Fig. 1

	ITS+LSU
	ITS: TIM2e+G4
LSU: TNe+I
ln = −4567.977
	ITS: GTR+G
LSU: GTR+G
	ITS: SYM+G
LSU: K80+G
	Fig. 1


P1 mean first position of codon, P2 second position, P3 third position
In1 mean Intron 1, In2 Intron2, In3 Intron3, In4 Intron4
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