Supplementary data
Byonic software PSMs coverage of AmelX and AmelY. Note, this data is before applying any data filter, as described in the methods section. For more information, see excel raw data files.
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1 | 1

>sp|Q99217|AMELX_HUMAN Amelogenin, X isoform 

OS=Homo sapiens OX=9606 GN=AMELX PE=1 SV=1

1608.67 17.36 1109.8 1627 530 445 89.5 191 5.76E+09

2 | 2

>sp|Q99218|AMELY_HUMAN Amelogenin, Y isoform 

OS=Homo sapiens OX=9606 GN=AMELY PE=1 SV=2

0.01 5.92 343.2 26 19 17 33 206 3.16E+07

3 | 3

>Reverse >sp|Q99217|AMELX_HUMAN Amelogenin, X 

isoform OS=Homo sapiens OX=9606 GN=AMELX PE=1 SV=1

0.01 2.1 275.3 21 17 16 48.2 191 3.01E+07

4 | 4

>Reverse >sp|Q99218|AMELY_HUMAN Amelogenin, Y 

isoform OS=Homo sapiens OX=9606 GN=AMELY PE=1 SV=2

0.01 1.73 126.5 11 10 10 34 206 1.31E+07
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1 | 1

>sp|Q99217|AMELX_HUMAN Amelogenin, X isoform 

OS=Homo sapiens OX=9606 GN=AMELX PE=1 SV=1 2173.22 13.74 850.4 1225 626 521 74.3 191 5.97E+10

2 | 2

>sp|Q99218|AMELY_HUMAN Amelogenin, Y isoform 

OS=Homo sapiens OX=9606 GN=AMELY PE=1 SV=2 139.36 9.72 677 53 43 22 51.9 206 1.13E+09

3 | 4

>Reverse >sp|Q99218|AMELY_HUMAN Amelogenin, Y 

isoform OS=Homo sapiens OX=9606 GN=AMELY PE=1 SV=2

0.01 1.68 152.7 3 3 3 22.3 206 4.37E+07

4 | 3

>Reverse >sp|Q99217|AMELX_HUMAN Amelogenin, X 

isoform OS=Homo sapiens OX=9606 GN=AMELX PE=1 SV=1

0.01 1.63 240.8 4 4 2 16.8 191 8.36E+07
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1 | 1

>sp|Q99217|AMELX_HUMAN Amelogenin, X isoform 

OS=Homo sapiens OX=9606 GN=AMELX PE=1 SV=1 2430.7 14.55 823.3 1267 692 573 64.4 191 8.16E+10

2 | 2

>sp|Q99218|AMELY_HUMAN Amelogenin, Y isoform 

OS=Homo sapiens OX=9606 GN=AMELY PE=1 SV=2 0.09 4.79 337.5 14 14 13 36.4 206 3.02E+08

3 | 3

>Reverse >sp|Q99217|AMELX_HUMAN Amelogenin, X 

isoform OS=Homo sapiens OX=9606 GN=AMELX PE=1 SV=1 0.01 3.08 92.7 5 5 4 17.3 191 1.86E+08

4 | 4

>Reverse >sp|Q99218|AMELY_HUMAN Amelogenin, Y 

isoform OS=Homo sapiens OX=9606 GN=AMELY PE=1 SV=2 0.01 1.73 60.3 3 3 2 13.6 206 6.96E+07
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