Materials and methods
C. elegans and E. coli strains
C. elegans were cultured on nematode growth media (NGM) plates at 20°C on E. coli OP50 bacteria as food source as per standard protocol (Brenner 1974). The Bristol N2 strain was used as wild type. N2 and ceh-37(ok3089) strains were obtained from the Caenorhabditis Genetics Center (CGC) (University of Minnesota, Minneapolis). All the worms were maintained at 20C. 
E. coli strains used were OP50 and HT115 (DE3) obtained from CGC.
E. coli strains were grown overnight in Luria Broth at 37C. NGM agar plates containing 12.5 µg/ml tetracycline were seeded with 0.2 ml of overnight grown bacterial culture. Plates were incubated at room temperature for 2-3 days before using for experiments.
Odor exposure
10 ul of 2-nonanone (1:50 dilution) or diacetyl (1:500 and 1:1000) was added at two points (Figure 1A) in the lid of plates containing agar. Similarly, control worms were exposed to ethanol. Plates prepared by this method were used starting for synchronization of worms till the completion of experiment. Odor was replenished each day for the duration of the experiment. All the experiments were performed at 20C.
Life span assay
The life span of worms was assayed on 60 mm NGM plates seeded with E. coli culture as reported earlier (Dixit et al. 2020). Worms were synchronized to young adult stage and transferred to fresh plates for life span assessment. The number of dead worms were counted each day. Graph was plotted in Graph Pad Prism software with its corresponding wild type and TD50 values (time when half of the population dies) were obtained for each strain. p values were calculated using the Log-rank (Mantel-Cox) method. Mean TD50 values and number of animals used for each assay is given in Table 1.
Oil-Red-O staining and its quantification
Lipid staining was performed by Oil-Red-O staining method as described earlier (O'Rourke et al. 2009). Briefly, 200-300 synchronized worms were washed twice with Phosphate Buffered Saline (PBS). The worms were then re-suspended in buffer containing equal volume of PBS and 2XMRWB buffer with 2% paraformaldehyde (composition: 160 mM KCl, 40 mM NaCl, 14 mM Na2EGTA, 1 mM Spermidine HCl, 0.4 mM Spermine, 30 mM Na PIPES at pH 7.4, 0.2% β-mercaptoethanol). The worms were then washed once in PBS, re suspended in 60% isopropanol to dehydrate and 60% Oil-Red-O stain was added for overnight. Next day worms were washed twice with PBST (0.1% Triton-X is added in PBS) and mounted were mounted onto 2% agar pads, and imaged at 10X magnification using a Magnus upright compond microscope. Images were quantified with Image J software (NIH, USA). 
Feeding rate
Feeding rate was quantified by counting pharyngeal pumping of worms. Pharyngeal pumping was assessed by observing the number of pharyngeal contractions of young adult worms in 1 minute at 30-sec interval under stereomicroscope (Dixit et al. 2020). 
Brood size
Brood size was measured as reported elsewhere (Soukas et al. 2009). Single late L4 stage worms of each wild type and mutant strain (5 worms per strain) were kept on individual OP50-seeded plates. The animals were transferred to a new plate every 24 hours until they stopped producing progeny. All the plates containing progeny were incubated for 2 days and the number of worms that developed was counted. Total brood size was determined by adding together the numbers of progeny produced by a single worm each day.
Statistics
Data are presented as mean ± SEM. Lifespan data were analyzed by using the log-rank (Mantel-Cox) test. p < 0.05 was considered significant. Other data were analyzed by using one way ANOVA or unpaired Student t-test. The statistical software used for data analyses is Graph Pad Prism 5.0.
Table S1: Life span statistics. Corresponding figure in the text for each set of lifespan analysis is given in the last column of the table. Means, standard error of the mean (SEM) and P values were calculated using the log-rank test (Mantel-Cox) from Kaplan-Meier survival analysis of cumulative data obtained from the indicated numbers of animals.
	Condition/Genotype
	Median survival
(days)
	Number of animals (assayed/
total)
	p value
(in comparison to control)
	Figure

	E. coli OP50
	Control 
Diacetyl (1:1000) Diacetyl (1:500)
	19
18
18
	60/100
70/100
73/100
	
ns
ns
	1(B)

	
	Control 
2-nonanone
	17
12
	50/90
62/90
	
<0.0001
	1(C)

	E. coli HT115
	Control 
2-nonanone
	18
12
	76/120
110/120
	
<0.0001
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	E. coli OP50

	Control 
ceh-37
2-nonanone
ceh-37 (2-nonanone)
	19
18
10
18
	71/120
70/120
71/120
70/120
	
ns
<0.0001
ns
	2(A)
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