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[bookmark: _Toc121209211]Material and method
Air sample collection and RNA isolation
Before sampling, filters and support pads were autoclaved, and plastic cassettes were sterilized with ethylene oxide. RNA isolation was executed using commercially available QIAamp Viral RNA Mini Kits (Qiagen GmbH, Hilden, Germany). The isolation procedure was performed in accordance with the manufacturer’s recommendation, except that in our study, the sampled Teflon filter was folded into quadrants with the virus inside and then placed upside down into the buffer AVL–carrier RNA in a 1.5-mL microcentrifuge tube (Chen et al. 2010).

Reverse transcription qPCR
The primer and probe used for the amplification and detection of influenza A virus and influenza B virus are presented in Table S1. The specificity was 100% for both influenza A virus and influenza B virus (van Elden et al., 2001). The amplification and detection processes were performed through an ABI PRISM 7500 Sequence Detection System with the Taqman One-Step Reverse Transcriptase PCR Master Mix Reagents Kit (Applied Biosystems, Massachusetts, USA) by using 5 μL of viral RNA solution in an end volume of 25 μL. All samples underwent qPCR assays in triplicate. The PCR mixture for influenza A virus and influenza B virus comprised 5 μL of RNA sample, 1 μL of primer (influenza A or B virus), 12.5 μL of 2× Master Mix without UNG, 0.625 μL of 40× MultiScribe and RNase Inhibitor Mix, 1 μL of TaqMan probe, and 4.875 μL of diethylpyrocarbonate water. The amplification and detection processes executed using the ABI PRISM 7500 Sequence Detection System (Applied Biosystems, Massachusetts, USA) were performed under the following conditions: amplification at 48 °C for 10 min and at 95 °C for 10 min, followed by denaturation at 95 °C for 15 min, and then 40 cycles of annealing and extension at 60 °C for 1 min.
The sensitivity of the qPCR assays was examined in triplicate using 10-fold dilutions of plasmid cDNA, and the standard solution was diluted from 105 to 100. The threshold was set at 10 times the standard deviation of the mean baseline emission calculated for PCR cycles 3–10. The quantity of the product in a given field sample was determined using standard curve of quantification cycle (Cq) values in the same run. The calibration curve was linear over five orders of magnitude, with the R2 value being >0.990, slope ranging between −3.3 and −3.4, and efficiency ranging between 96% and 100%. Trip blank and field blank controls were also evaluated for quality control in parallel, with no influenza virus RNA signal being used. Trip blank and field blank samples were evaluated for every 10 air samples, and side-by-side duplicate field samples yielded comparable results, with the relative difference being 9%.
The concentrations of airborne influenza viruses were calculated using the following equation: [detected concentration (copies/μL) × extracted volume (μL) × 1000 m3/L]/[sampling rate (L/min) × sampling duration (min)].

Airborne bacteria and fungi
After transportation to the laboratory, the TSA plates were placed in an inverted position and incubated at 37 °C for 24 h, and the MEA plates were incubated at 25 °C; the colonies were counted after 48 h (Chi and Li 2007). The actual colony count per each culture plate was corrected using the positive hole correction table from Operator’s manual MAS-100 (Stec and Lenart-Boroń 2019). The concentrations of airborne bacterial and fungal bioaerosols are expressed herein as colony-forming units per cubic meter (CFU/m3).
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	Type of virus
	primer
	probe
	Reference

	Influ-A
	Forward
	5’ GGACTGCAGCGGAGTCGCTT
5’ CATCCTGTTGGATATGTGGCCCAT
	5’FAM-CTCAGTAATTGTGCTGGTGCACCTGCCA-TAMRA
	(van Elden et al., 2001)

	
	Reverse
	5’ CATTCTGTTGGATATGTGGCCCAT
	
	

	Influ-B
	Forward
	5’ AAATACGGTGGATTAAATAAAAGCAA
	5’FAM-CACCCATATTGCGCAAATTCCTATGGC-TAMRA
	

	
	Reverse
	5’ CCAGCAATAGCTCCGAAGAAA
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