[bookmark: _Hlk141260125]Table S1
Primers used in SNP identification, allelic expression and methylation analysis. 
	Primer name
	Sequence (5`-3`)
	AT
(℃)
	Product
(bp)
	Application

	CDH13-F1
CDH13-R1
	AGTTGCTGAAATTCCACTCT
TATGTGGAAAAACAGTGGGT
	54
	364
	SNP

	CDH13-F2
CDH13-R2
	GTCTGTGATGATGCCAAAAAC
TTTTCTCTTTTTCCTGTTGCT
	55
	429
	Expression

	ATP2C2-F1
ATP2C2-R1
	ACTCTCTGACCTTTTTCTCT
GCGGTTCATAAAAATCACCA
	50
	423
	SNP

	ATP2C2-F2
ATP2C2-R2
	CTCTACTCTGTGCTCGGCTC
GGATGCACACAGGGACCGAG
	59
	402
	Expression

	TLDC1-F1
TLDC1-R1
	GTCAGGAAAACCAGGAG
CTGCTATTTCCCCCATT
	51
	646
	SNP

	TLDC1-F2
TLDC1-R2
	TGCTTCCTGTTCTCCG
CAACATCTCAGCGTCC
	56
	678
	Expression

	COTL1-F1
COTL1-R1
	CCTTGCCAAAGTCATC
ATCAGGAAAGGGTCAC
	49
	310
	SNP

	COTL1-F2
COTL1-R2
	CGATTGTTTGCCTT
AGAACCGAGATAGCAG
	45
	679
	Expression

	CRISPLD2-F1
CRISPLD2-R1
	GCTTCAGGGGTTCTCTT
GTGTGAGCCGCAGTGAG
	53
	673
	SNP

	CRISPLD2-F2
CRISPLD2-R2
	ACGAGAGTGGGGGCTAC
GGACCAAGACAAGACAC
	55
	751
	Expression

	ZDHHC7-F1
ZDHHC7-R1
	CAGAGCGAGAGGAGAAC
ACCCCAGTAGCACTTC
	50
	737
	SNPs

	ZDHHC7-F2
ZDHHC7-R2
	GGGAAATACTGGCATGAC
GGAATCGTCAGGAAAACT
	52
	257
	SNP

	ZDHHC7-FX1
ZDHHC7-R3
	TGCGTCCCTGCCTCG
CGAAGTCTGCGTACACAAC
	56
	379
	Expression of X1 variant

	ZDHHC7-FX2
ZDHHC7-R3
	ACTGAAAGGAACTCTG
CGAAGTCTGCGTACACAAC
	48
	433
	Expression of X2 variant

	ZDHHC7-FX5
ZDHHC7-R3
	GTGAGTGAGGGAAACTG
CGAAGTCTGCGTACACAAC
	53
	563
	Expression of X5 variant

	KIAA0513-F1
KIAA0513-R1
	TGATTGGTGTGTTTGTT
ACCCCTAATTCACTGTC
	48
	886
	SNP

	KIAA0513-FV1
KIAA0513-RV1
	AAGGATGGGGGTTACGG
TCGCCCATGTCGTTCTC
	55
	485
	Expression of V1 variant

	KIAA0513-FV2
KIAA0513-RV2
	CATCTGGAGGAGTCGGT
GCCCCAAAGTCAATCAGC
	55
	205
	Expression of V2 variant

	KIAA0513-FX3
KIAA0513-RX3
	AACTTCCTTCTGCCTCT
CTGGTTGGAGGAGAAGG
	52
	513
	Expression of X3 variant

	GSE1-F1
GSE1-R1
	TCCTCGCTTTCTGTCTCTTA
CTCCTTACCTTTGTGCTTCT
	55
	396
	SNP

	GSE1-F2
GSE1-R2
	CCCACCACGCAGCAAGCCTC
GTCGTCCTCTCCGTCGTCCT
	62
	564
	Expression

	ZDHHC7-CpG18-out
ZDHHC7-CpG18-out
	TATTGGTTTGGTTTGAAAGT
CTATTATTTTCTCAACTTAC
	46
	388
	Methylation of CpG 18

	ZDHHC7-CpG18-in
ZDHHC7-CpG18-in
	TATGATTGTAAATGGGTGGG
AACCAAAAAATAAACTTCCA
	49
	310
	

	ZDHHC7-CpG102-out
ZDHHC7-CpG102-out
	GGGAATAGTTAGTTTTTAGG
AAACAACAAACTAAAACTAC
	47
	612
	Methylation of CpG 102

	ZDHHC7-CpG102-in
ZDHHC7-CpG102-in
	GTTTTAGAGTTATAGAAATT
CACCTAACAAAAAAAAAAAT
	45
	519
	

	CDH13-out
CDH13-out
	AGTGGGGTAATTTTGATTTG
CACCAACACCTCCAACCTAA
	53
	649
	Methylation of CDH13

	CDH13-in
CDH13-in
	TTAGTAGGTTTATGTATTGG
CACACAAACTTCCTAAAATC
	48
	592
	

	ATP2C2-out
ATP2C2-out
	TGATTTAGGATAGGGAGGGG
AACACCTTCTTTCTAAAACC
	50
	612
	Methylation of ATP2C2

	ATP2C2-in
ATP2C2-in
	GGGTAAGTTTGGGAAATAGT
ACTCACCAAAATTTCCAACT
	48
	408
	

	TLDC1-out
TLDC1-out
	GGTAGTAGTGTTTTAGGAGA
CACATCAACCTCATAATAAC
	50
	917
	Methylation of TLDC1

	TLDC1-in
TLDC1-in
	GAAGAATTTGATTGGTTTAG
CTCATCAATCAATACTCTCA
	47
	779
	



