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PEGFP-N1-IST.txt from 1 to 7396
Alignment to
0002_31622031502671_(TgIST-1)_[EGFP-N].seq-- Matches:1191; Mismatches:3; Gaps:6203; Unattempted:0
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PEGFP-N1-IST.txt from 1 to 7396
Alignment to
0001_31622031502671_(TgIST-1)_[CMV-F].seq-~ Matches:1146; Mismatches:0; Gaps:

552; Unattempted:5699
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