Table S4 Base content of RdRp gene sequences of BbCV2 viruses
	Regions
	A
	U
	C
	G
	A+U

	AT
	21.61%
	20.09%
	25.38%
	32.91%
	41.70%

	BS
	21.61%
	20.11%
	25.36%
	32.91%
	41.72%

	CL
	21.61%
	20.10%
	25.38%
	32.90%
	41.71%

	DF
	21.61%
	20.10%
	25.38%
	32.90%
	41.71%

	FS
	21.61%
	20.11%
	25.36%
	32.91%
	41.72%

	LS
	21.57%
	19.98%
	25.38%
	33.06%
	41.55%

	YJ
	21.61%
	20.09%
	25.38%
	32.91%
	41.70%

	Average
	21.60%
	20.08%
	25.37%
	32.93%
	41.69%
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