Table S2 Top 3 nr (non-redundant) BLAST results of gene and transcription factors.
	Name
	E-Value
	Identity
	Query cover
	Accession

	CAD1


	0
	99%
	90%
	KX058438.1 (Tectona grandis) CAD1, mRNA complete cds)

	
	1xe-101
	72%
	99%
	AM478677.2 (Vitis vinifera  whole genome shotgun sequence)

	
	9xe-79
	77%
	85%
	XM_022987970.1 (Olea europaea var. Sylvestris CAD1 transcript variants, mRNA)

	MYB1
Transcription
Factor
	0
	98%
	64%
	KR092428.1 (Tectona grandis, MYB1 mRNA complete cds)

	
	2xe-103
	82%
	37%
	XM_020696483.1(Sesamum indicum MYB family transcription factor PHL7-like

	
	2xe-66
	78%
	33%
	XM_023036533.1 (Oleaeuropaeavar. Sylvestris MYB family transcription factor PHL7-like, transcript variant X2, mRNA

	MYB2 Transcription factor
	1Xe-33
	86%
	45%
	KR092429.1 (Tectona grandis MYB2, mRNA complete cds)

	
	4xe-65
	94%
	48%
	KR780102.1(Rehmanniaglutinosa 3R MYB protein (MYB26) mRNA, complete cds)

	
	1xe-58
	91%
	45%
	XM_013002329.1(Erythranthe guttatus MYB-related protein 3R-1-like (LOC105977069), mRNA)





