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5-FU

max Pearson'r R = 0.94, #genes = 558

1 18 73 201 428 844 1551 2644 4081 5649
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Afatinib

max Pearson'r R = 0.96, #genes = 201

1 15 85 220 503 1001 1926 3134 4654
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Bortezomib

max Pearson'r R = 0.92, #genes = 174

1 18 59 160 397 851 1648 2792 4282 5963
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Celecoxib

max Pearson'r R = 0.95, #genes = 495

2 19 67 183 437 885 1617 2715 4096 5793
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Disulfuram

max Pearson'r R = 0.96, #genes = 183

1 17 70 234 576 1180 2149 3438 5103
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Everolimus

max Pearson'r R = 0.96, #genes = 249

1 19 68 186 452 968 1778 2873 4228 5800
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Gemcitabine

max Pearson'r R = 0.94, #genes = 675

1 21 76 288 804 1830 3412 5359
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K-ras(G12C) Inhibitor 9

max Pearson'r R = 0.94, #genes = 136

1 22 88 210 448 876 1591 2587 3894 5343
Number of genes
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KU-55933

max Pearson'r R = 0.94, #genes = 276

2 18 60 156 371 769 1478 2505 3785 5342
Number of genes
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LY2874455

max Pearson'r R = 0.95, #genes = 156

1 29 105 332 810 1684 3087 4849
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Lapatinib

max Pearson'r R = 0.95, #genes = 332

1 22 74 214 510 1032 1831 2992 4345 5963
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MK-2206

max Pearson'r R = 0.92, #genes = 467

1 25 77 230 542 1092 1915 3151 4647
Number of genes
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Nutlin-3

max Pearson'r R = 0.94, #genes = 504

1 15 47 122 323 734 1423 2439 3800 5416
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OSI-420

max Pearson'r R = 0.95, #genes = 468

3 26 78 189 453 966 1851 3100 4746
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Olaparib

max Pearson'r R = 0.95, #genes = 324

1 13 63 204 537 1195 2205 3689 5424
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Oxaliplatin

max Pearson'r R = 0.97, #genes = 82

1 20 69 197 416 895 1628 2755 4186 5774
Number of genes
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Paclitaxel

max Pearson'r R = 0.93, #genes = 542

1 18 56 142 420 890 1642 2765 4183 5806
Number of genes
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Ruxolitinib

max Pearson'r R = 0.97, #genes = 142

1 18 77 217 489 965 1810 2952 4333 5820
Number of genes
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SB5225334

max Pearson'r R = 0.95, #genes = 286

1 19 61 181 424 886 1648 2680 4033 5630
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-0.5
-0.3
-0.1
0.1
0.3
0.5
0.7
0.9

P
ea

rs
on

's
 R

SF1670

max Pearson'r R = 0.94, #genes = 295

1 19 60 164 449 923 1732 2934 4418
Number of genes
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SGI-1776

max Pearson'r R = 0.96, #genes = 409

1 19 63 176 410 855 1601 2626 3948 5502
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SN-38

max Pearson'r R = 0.93, #genes = 596

1 23 78 239 562 1147 2073 3353 4887
Number of genes
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Selumetinib

max Pearson'r R = 0.96, #genes = 774

1 13 39 110 300 721 1416 2453 3860 5486
Number of genes
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Sunitinib

max Pearson'r R = 0.96, #genes = 118

1 25 106 325 802 1688 3061 4808
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TPCA-1

max Pearson'r R = 0.94, #genes = 354

1 18 72 254 597 1250 2299 3620 5283
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WIKI4

max Pearson'r R = 0.93, #genes = 355

Pearson s R correlation between observed and predicted AUC z-score values for 100 gene selection thresholds


