Table S1. | Included SNPs that are dramatically associated with Kidney stone.
	NO.
	SNPs
	FREQ
	Chr
	β
	SE
	Effect-allele
	Other-allele
	F
	p

	1
	rs1256332
	0.838209
	1
	-0.00255
	0.00039
	C
	A
	24.15826
	6.20E-11

	2
	rs7749378
	0.967714
	6
	-0.0046
	0.000814
	G
	A
	4.814708
	1.70E-08

	3
	rs218620
	0.91992
	21
	0.002928
	0.000537
	C
	T
	10.98989
	5.00E-08

	4
	rs5996447
	0.706581
	22
	-0.00164
	0.000316
	G
	A
	29.34497
	2.00E-07

	5
	rs62397245
	0.778881
	5
	-0.00177
	0.000347
	C
	G
	24.02917
	3.00E-07

	6
	rs1697420
	0.121573
	1
	0.002167
	0.000443
	C
	T
	14.31303
	9.70E-07

	7
	rs16978452
	0.814218
	18
	-0.0018
	0.000369
	G
	A
	20.15322
	1.00E-06

	8
	rs12211281
	0.78413
	6
	-0.0017
	0.000349
	C
	T
	22.4781
	1.10E-06

	9
	rs11144104
	0.923477
	9
	-0.00264
	0.000542
	G
	A
	9.37874
	1.20E-06

	10
	rs209958
	0.274269
	20
	-0.00157
	0.000323
	T
	G
	26.32395
	1.20E-06

	11
	rs76908055
	0.974833
	9
	-0.00442
	0.000914
	C
	T
	3.23915
	1.30E-06

	12
	rs10196123
	0.509414
	2
	0.001383
	0.000287
	C
	A
	33.05562
	1.40E-06

	13
	rs10508371
	0.595438
	10
	-0.00141
	0.000293
	C
	G
	31.5401
	1.50E-06

	14
	rs1184924
	0.103344
	13
	0.002259
	0.000472
	A
	G
	12.1343
	1.70E-06

	15
	rs62079469
	0.350351
	18
	-0.0015
	0.000314
	T
	G
	29.67026
	1.70E-06

	16
	rs140860867
	0.863143
	8
	-0.00202
	0.000424
	C
	T
	15.36584
	1.80E-06

	17
	rs143302420
	0.97814
	4
	-0.00475
	0.000996
	T
	C
	2.785832
	1.80E-06

	18
	rs35088334
	0.93396
	6
	-0.00274
	0.00058
	T
	C
	7.94859
	2.30E-06

	19
	rs73468973
	0.78442
	13
	-0.00165
	0.000349
	G
	A
	21.73303
	2.40E-06

	20
	rs11702580
	0.913407
	21
	-0.0024
	0.000509
	A
	C
	10.16048
	2.50E-06

	21
	rs17820135
	0.910894
	8
	-0.00238
	0.000505
	T
	G
	10.42859
	2.50E-06

	22
	rs578595
	0.460666
	15
	0.001356
	0.000288
	C
	A
	32.08235
	2.50E-06

	23
	rs1927018
	0.084076
	13
	0.002418
	0.000517
	T
	G
	9.85471
	2.90E-06

	24
	rs80002102
	0.98793
	8
	-0.00622
	0.00133
	A
	G
	1.521986
	3.00E-06

	25
	rs4793283
	0.491765
	17
	0.00134
	0.000288
	T
	A
	31.94896
	3.10E-06

	26
	rs10821415
	0.581267
	9
	-0.00135
	0.00029
	C
	A
	30.88157
	3.20E-06

	27
	rs116049039
	0.91352
	4
	-0.00244
	0.000523
	C
	A
	10.04888
	3.20E-06

	28
	rs35000527
	0.82767
	15
	-0.00177
	0.00038
	A
	G
	18.10693
	3.20E-06

	29
	rs28696112
	0.819498
	4
	-0.00173
	0.000373
	T
	G
	18.75387
	3.30E-06

	30
	rs1004317
	0.603908
	7
	-0.00137
	0.000294
	A
	G
	30.26552
	3.40E-06

	31
	rs71384446
	0.764286
	16
	-0.00159
	0.000343
	A
	C
	22.81931
	3.40E-06

	32
	rs3792091
	0.484842
	2
	-0.00134
	0.000289
	T
	G
	31.48773
	3.60E-06

	33
	rs4509359
	0.19261
	8
	0.001686
	0.000364
	A
	G
	19.72094
	3.60E-06

	34
	rs113519874
	0.875666
	16
	0.002014
	0.000436
	C
	T
	13.77344
	3.80E-06

	35
	rs62181670
	0.730434
	2
	0.001498
	0.000324
	C
	T
	24.93822
	3.80E-06

	36
	rs79261658
	0.97426
	10
	-0.00422
	0.000914
	C
	T
	3.163991
	3.90E-06

	37
	rs3924411
	0.301773
	7
	0.001441
	0.000313
	T
	C
	26.58149
	4.20E-06

	38
	rs71415930
	0.884652
	14
	0.002076
	0.000451
	C
	T
	12.8504
	4.20E-06

	39
	rs12206782
	0.668349
	6
	0.001401
	0.000305
	C
	A
	27.93725
	4.30E-06

	40
	rs7807615
	0.982218
	7
	-0.00499
	0.001086
	T
	G
	2.190082
	4.40E-06

	41
	rs72750910
	0.769255
	1
	-0.00159
	0.000346
	T
	C
	22.18083
	4.50E-06

	42
	rs12231113
	0.777929
	12
	0.001577
	0.000345
	C
	T
	21.6623
	4.70E-06

	43
	rs12527745
	0.73822
	6
	-0.0015
	0.000327
	C
	T
	24.0865
	4.80E-06

	44
	rs145311517
	0.98211
	3
	-0.00505
	0.001105
	C
	A
	2.192283
	4.90E-06

	45
	rs17070041
	0.9653
	5
	-0.00358
	0.000783
	C
	T
	4.180127
	4.90E-06

	46
	rs718986
	0.713153
	20
	-0.00146
	0.000319
	G
	A
	25.45276
	4.90E-06


SNPs, single-nucleotide polymorphism;β,the effect size of HF; chromosome, Chr; F statistics, evaluate the weak instrument variables, F; standard error, SE; p, p-value; frequencies, FREQ
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