Additional Tables
Additional Table 1 C2vsC1 DEG (Up) enriched KEGG pathway top20
	pathway_term
	rich_factor
	qvalue
	gene_number

	Phenylpropanoid biosynthesis
	0.112121212
	2.01E-15
	37

	Phenylalanine metabolism
	0.165217391
	2.23E-10
	19

	Biosynthesis of amino acids
	0.055555556
	1.45E-06
	33

	Stilbenoid, diarylheptanoid and gingerol biosynthesis
	0.192307692
	5.29E-06
	10

	Phenylalanine, tyrosine and tryptophan biosynthesis
	0.12244898
	1.92E-05
	12

	Flavonoid biosynthesis
	0.135135135
	6.44E-05
	10

	Glycosaminoglycan degradation
	0.153846154
	0.000251
	8

	Cysteine and methionine metabolism
	0.060728745
	0.001476
	15

	Selenocompound metabolism
	0.122807018
	0.002608
	7

	Ubiquinone and other terpenoid-quinone biosynthesis
	0.087912088
	0.006533
	8

	beta-Alanine metabolism
	0.058823529
	0.022221
	10

	Monoterpenoid biosynthesis
	0.108695652
	0.029417
	5

	Degradation of aromatic compounds
	0.148148148
	0.029417
	4

	Lysine degradation
	0.070707071
	0.035349
	7

	Glycine, serine and threonine metabolism
	0.051020408
	0.042104
	10

	Ascorbate and aldarate metabolism
	0.066666667
	0.042104
	7

	Isoquinoline alkaloid biosynthesis
	0.087719298
	0.051151
	5

	Histidine metabolism
	0.084745763
	0.055345
	5

	Nitrogen metabolism
	0.079365079
	0.067778
	5

	Pathogenic Escherichia coli infection
	0.058823529
	0.112482
	6





Additional Table 2 C3vsC2 DEG (Up) enriched KEGG pathway top20
	pathway_term
	rich_factor
	qvalue
	gene_number

	Phenylpropanoid biosynthesis
	0.009090909
	0.010944842
	3

	Nicotine addiction
	0.076923077
	0.057318915
	1

	Morphine addiction
	0.055555556
	0.057318915
	1

	Degradation of aromatic compounds
	0.037037037
	0.060726322
	1

	Retrograde endocannabinoid signaling
	0.023809524
	0.060726322
	1

	Monoterpenoid biosynthesis
	0.02173913
	0.060726322
	1

	Stilbenoid, diarylheptanoid and gingerol biosynthesis
	0.019230769
	0.060726322
	1

	Plant hormone signal transduction
	0.003846154
	0.060726322
	2

	Bile secretion
	0.016666667
	0.060726322
	1

	Flavonoid biosynthesis
	0.013513514
	0.066972252
	1

	GABAergic synapse
	0.011627907
	0.068182666
	1

	Ubiquinone and other terpenoid-quinone biosynthesis
	0.010989011
	0.068182666
	1

	Drug metabolism - cytochrome P450
	0.008695652
	0.073266788
	1

	Phenylalanine metabolism
	0.008695652
	0.073266788
	1

	Terpenoid backbone biosynthesis
	0.007518797
	0.078654875
	1

	Synaptic vesicle cycle
	0.004694836
	0.115542876
	1

	AMPK signaling pathway
	0.003984064
	0.126908721
	1

	Glycolysis / Gluconeogenesis
	0.002793296
	0.166497011
	1






	pathway_term
	rich_factor
	qvalue
	gene_number

	Starch and sucrose metabolism
	0.073221757
	2.29E-11
	35

	Amino sugar and nucleotide sugar metabolism
	0.071428571
	2.71E-08
	26

	Phenylpropanoid biosynthesis
	0.057575758
	9.67E-05
	19

	Glycosaminoglycan degradation
	0.153846154
	0.000134321
	8

	Proteoglycans in cancer
	0.071856287
	0.000626611
	12

	Shigellosis
	0.077586207
	0.003095711
	9

	Other types of O-glycan biosynthesis
	0.178571429
	0.003095711
	5

	Salmonella infection
	0.073170732
	0.003818319
	9

	Pathogenic Escherichia coli infection
	0.078431373
	0.004988102
	8

	Bacterial invasion of epithelial cells
	0.076190476
	0.00539349
	8

	Regulation of actin cytoskeleton
	0.048888889
	0.014754778
	11

	Leukocyte transendothelial migration
	0.105263158
	0.051851724
	4

	Fc gamma R-mediated phagocytosis
	0.042253521
	0.088050501
	9

	Stilbenoid, diarylheptanoid and gingerol biosynthesis
	0.076923077
	0.123892874
	4

	Pancreatic secretion
	0.049586777
	0.144420361
	6

	Axon guidance
	0.048780488
	0.145365836
	6

	Natural killer cell mediated cytotoxicity
	0.052631579
	0.179496114
	5

	Osteoclast differentiation
	0.050505051
	0.183730299
	5

	Amyotrophic lateral sclerosis (ALS)
	0.050505051
	0.183730299
	5

	VEGF signaling pathway
	0.04950495
	0.183730299
	5


Additional Table 3 J2 vs J1 DEG (Up) enriched KEGG pathway top20

Additional Table 4 J3 vs J2 DEG (Up) enriched KEGG pathway
	pathway_term
	rich_factor
	qvalue
	gene_number

	alpha-Linolenic acid metabolism
	0.008197
	0.061849281
	1

	Fructose and mannose metabolism
	0.004785
	0.061849281
	1

	Phenylpropanoid biosynthesis
	0.00303
	0.061849281
	1

	Ubiquitin mediated proteolysis
	0.002786
	0.061849281
	1

	Amino sugar and nucleotide sugar metabolism
	0.002747
	0.061849281
	1

	Protein processing in endoplasmic reticulum
	0.00159
	0.087557647
	1




