Supplemental Table 1. Downregulated genes as analyzed using an alignment-based method
	Gene name
	M 
	FDR

	WP_012457282.1 hypothetical protein
	-6.71
	0.034

	WP_012457305.1 DUF3868 domain-containing protein
	-5.92
	0.014

	WP_012457304.1 DUF3575 domain-containing protein
	-5.89
	0.026

	WP_012457306.1 fimbria major subunit
	-5.87
	0.041

	WP_012457283.1 T9SS type A sorting domain-containing protein
	-5.81
	0.004

	WP_039417483.1 DUF4906 domain-containing protein
	-5.79
	0.007

	WP_012457310.1 hypothetical protein
	-5.53
	0.046

	WP_012457311.1 hypothetical protein
	-5.26
	0.019

	WP_012458245.1 amidinotransferase
	-4.73
	0.035

	WP_012458246.1 ornithine--oxo-acid transaminase
	-4.68
	0.004

	WP_012458244.1 L-glutamate gamma-semialdehyde dehydrogenase
	-4.24
	0.009

	WP_012457484.1 hypothetical protein
	-4.02
	0.047

	WP_012458040.1 choice-of-anchor J domain-containing protein
	-4.01
	0.027

	WP_102981823.1 hypothetical protein
	-3.79
	0.029

	WP_043876370.1 HesA/MoeB/ThiF family protein
	-3.76
	0.035

	WP_012457402.1 hypothetical protein
	-3.62
	0.042

	WP_012458335.1 type III pantothenate kinase
	-3.59
	0.003

	WP_012457396.1 fimbria major subunit Mfa1
	-3.59
	0.043

	WP_012458242.1 anaerobic ribonucleoside triphosphate reductase
	-3.48
	0.003

	WP_021662106.1 hypothetical protein
	-3.47
	0.018

	WP_010955942.1 fimbrial anchor subunit Mfa2
	-3.45
	0.044

	WP_158298205.1 SIR2 family protein
	-3.4
	0.011

	WP_012458338.1 oligopeptide transporter, OPT family
	-3.4
	0.031

	WP_099779607.1 DUF1661 domain-containing protein
	-3.4
	0.014

	WP_012457398.1 minor fimbrial subunit Mfa4
	-3.36
	0.032

	WP_043876337.1 hypothetical protein
	-3.34
	0.004

	WP_012458372.1 choice-of-anchor J domain-containing protein
	-3.3
	0.002

	WP_012458621.1 hypothetical protein
	-3.2
	0.048

	WP_005873402.1 DUF6261 family protein
	-3.19
	0.009

	WP_012457397.1 fimbrial tip subunit Mfa3
	-3.19
	0.037

	WP_012457814.1 hypothetical protein, partial
	-3.17
	0.034

	WP_143733906.1 DUF1661 domain-containing protein
	-3.04
	0.033

	WP_005874187.1 nucleoside recognition domain-containing protein
	-3.03
	0.005

	WP_012458337.1 peptidase T
	-2.86
	0.027

	WP_173032067.1 T9SS type A sorting domain-containing protein
	-2.80
	0.019

	WP_080504438.1 TonB-dependent receptor
	-2.79
	0.014

	WP_102981827.1 DUF1661 domain-containing protein
	-2.77
	0.009

	WP_004583779.1 16S rRNA (adenine(1518)-N(6)/adenine(1519)-N(6))-dimethyltransferase RsmA
	-2.67
	0.016

	WP_012458042.1 acetate--CoA ligase family protein
	-2.66
	0.032

	WP_039416600.1 type III-B CRISPR-associated protein Cas10/Cmr2
	-2.64
	0.003

	WP_012457630.1 conjugative transposon protein TraM
	-2.63
	0.022

	WP_012458615.1 hypothetical protein
	-2.59
	0.025

	WP_012457785.1 hypothetical protein
	-2.57
	0.005

	WP_012457542.1 hypothetical protein
	-2.56
	0.047

	WP_012458292.1 Arg-gingipain RgpB
	-2.54
	0.010

	WP_012458617.1 type III-B CRISPR module-associated protein Cmr3
	-2.54
	0.020

	WP_010956349.1 shikimate kinase
	-2.53
	0.003

	WP_012458200.1 tetratricopeptide repeat protein
	-2.49
	0.050

	WP_012458120.1 adenosylcobalamin-dependent ribonucleoside-diphosphate reductase
	-2.49
	0.009

	WP_004583778.1 magnesium transporter
	-2.47
	0.010

	WP_021661730.1 chromate transporter
	-2.46
	0.011

	WP_012458453.1 TolC family protein
	-2.43
	0.005

	WP_004584810.1 cyclodeaminase/cyclohydrolase family protein
	-2.40
	0.027

	WP_012458381.1 DNA-directed RNA polymerase subunit beta
	-2.38
	0.005

	WP_012458355.1 efflux RND transporter periplasmic adaptor subunit
	-2.36
	0.022

	WP_012457401.1 RagB/SusD family nutrient uptake outer membrane protein
	-2.35
	0.008

	WP_012457633.1 conjugative transposon protein TraJ
	-2.34
	0.020

	WP_012458616.1 type III-B CRISPR module RAMP protein Cmr4
	-2.34
	0.031

	WP_012458614.1 type III-B CRISPR module RAMP protein Cmr6
	-2.33
	0.002

	WP_012458041.1 pyridoxal phosphate-dependent aminotransferase
	-2.32
	0.009

	WP_012458373.1 hypothetical protein
	-2.30
	0.003

	WP_012457399.1 minor fimbrial subunit Mfa5
	-2.27
	0.002

	WP_004584127.1 DNA repair protein RadC
	-2.26
	0.019

	WP_012458422.1 HU family DNA-binding protein 
	-2.24
	0.002

	WP_012458181.1 T9SS type A sorting domain-containing protein
	-2.24
	0.040

	WP_012457477.1 DUF1661 domain-containing protein
	-2.24
	0.050

	WP_012457268.1 DUF3575 domain-containing protein
	-2.22
	0.024

	WP_143733450.1 DUF1661 domain-containing protein
	-2.22
	0.050

	WP_005873755.1 dihydroneopterin aldolase 
	-2.18
	0.002

	WP_012458731.1 excinuclease ABC subunit UvrA
	-2.17
	0.013

	WP_012458351.1 carbonic anhydrase
	-2.15
	0.004

	WP_012457628.1 conjugal transfer protein TraO
	-2.15
	0.041

	WP_012458637.1 TonB-dependent receptor
	-2.14
	0.025

	WP_012457362.1 hypothetical protein
	-2.13
	0.041

	WP_012457267.1 DUF3868 domain-containing protein
	-2.12
	0.021

	WP_012457363.1 polysaccharide biosynthesis C-terminal domain-containing protein
	-2.12
	0.045

	WP_004584814.1 glutamate formimidoyltransferase 
	-2.12
	0.032

	WP_012458380.1 DNA-directed RNA polymerase subunit beta'
	-2.12
	0.017

	WP_039416955.1 HDIG domain-containing protein
	-2.12
	0.026

	WP_012457784.1 DUF2891 domain-containing protein
	-2.11
	0.011

	WP_039416954.1 ComEC/Rec2 family competence protein
	-2.11
	0.048

	WP_012458426.1 histidine ammonia-lyase
	-2.11
	0.005

	WP_012457749.1 DUF4332 domain-containing protein
	-2.09
	0.036

	WP_012457298.1 Gfo/Idh/MocA family oxidoreductase
	-2.09
	0.020

	WP_043876339.1 Arg-gingipain RgpA
	-2.08
	0.006

	WP_012458425.1 OprO/OprP family phosphate-selective porin
	-2.08
	0.005

	WP_012458424.1 imidazolonepropionase
	-2.08
	0.009

	WP_012458544.1 Na+/H+ antiporter NhaA
	-2.08
	0.021

	WP_005873886.1: preprotein translocase subunit SecY 
	-2.07
	0.015

	WP_012458574.1 type I methionyl aminopeptidase
	-2.05
	0.008

	WP_012458702.1 DEAD/DEAH box helicase
	-2.02
	0.007


The gene numbers are consistent with the numbers on the volcano plot in Fig 3B. M, log2 (FC); FDR, false discovery rate.

