Supplemental Table 2. Upregulated genes as analyzed using an alignment-based method.
	Gene name
	M 
	FDR

	WP_018964814.1 thiol peroxidase
	4.05
	0.043

	WP_004585231.1 ABC transporter ATP-binding protein
	3.90
	0.030

	WP_039417236.1 rhomboid family intramembrane serine protease
	3.51
	0.011

	WP_004585361.1 superoxide dismutase
	3.50
	0.042

	WP_012457200.1 TIR domain-containing protein
	3.33
	0.003

	WP_039416938.1 MATE family efflux transporter
	3.28
	0.031

	WP_004585130.1 DegQ family serine endoprotease
	3.28
	0.047

	WP_012457511.1 efflux RND transporter periplasmic adaptor subunit
	3.10
	0.025

	WP_012457201.1 lysozyme
	3.09
	0.044

	WP_004584735.1 ribonuclease III
	3.08
	0.010

	WP_012457515.1 RNA polymerase sigma factor
	2.93
	0.035

	WP_005875133.1 TolC family protein
	2.91
	0.026

	WP_004585363.1 acyl-CoA thioesterase
	2.87
	0.048

	WP_004585574.1 ferritin
	2.74
	0.025

	WP_012457513.1 ABC transporter permease
	2.66
	0.035

	WP_005875129.1 ABC transporter ATP-binding protein
	2.65
	0.033

	WP_012457512.1 ABC transporter permease
	2.65
	0.029

	WP_012457551.1 low molecular weight phosphotyrosine protein phosphatase
	2.61
	0.014

	WP_012457640.1 glucosamine-6-phosphate deaminase
	2.61
	0.016

	WP_004584437.1 response regulator transcription factor
	2.61
	0.042

	WP_004584733.1 acyl carrier protein
	2.59
	0.035

	WP_012457727.1 ABC transporter permease
	2.57
	0.041

	WP_012457552.1 heavy metal translocating P-type ATPase
	2.55
	0.020

	WP_004583434.1 thioredoxin
	2.54
	0.047

	WP_004584734.1 beta-ketoacyl-ACP synthase II
	2.43
	0.019

	WP_012457876.1 molecular chaperone DnaK
	2.40
	0.037

	WP_099780773.1 DUF1661 domain-containing protein
	2.40
	0.033

	WP_004585089.1 AAA family ATPase
	2.26
	0.021

	WP_039416961.1 U32 family peptidase
	2.23
	0.036

	WP_004583905.1 Fe-S cluster assembly protein SufB
	2.21
	0.049

	WP_012457448.1 Fe-S cluster assembly protein SufD
	2.21
	0.025

	WP_012457165.1 ATP-dependent Clp protease ATP-binding subunit
	2.13
	0.029

	WP_012457550.1 AhpC/TSA family protein
	2.07
	0.032

	WP_039416960.1 peroxide stress protein YaaA
	2.04
	0.026


The gene numbers are consistent with the numbers on the volcano plot in Fig 3B. M, log2 (FC); FDR, false discovery rate.

