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Figure supp 1. Id1 RNA level upon trametinib. A-B) Id1 mRNA expression levels assessed by real-time PCR in KRAS-mutant LUAD murine CMT167, LLC, KLA, 393P and Lacun3 treated with trametinib (TRAM) 100 nM over 72h (A); KRAS-mutant LUAD human cell lines H1792, H2009, A549, H2030 and H23 treated with trametinib 500 nM, over 72h (B). GAPDH was used as the control gene. Data are expressed as means and errors bars denote SD. Numerical source data are provided as a source data file.
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Figure supp 2. Autophagy blockade did not restore trametinib-mediated Id1 inhibition. A-B) Cropping images from the western blot analysis of P62, phosphorylated (phospho-) and total p42/44 MAPK, Id1, LC3-I and LC3-II in KRAS-mutant LUAD murine (CMT167, LLC and KLA) (A); and human (H1792, H2009, A549 and H2030) (B), cell lines  treated with vehicle (control) or with Trametinib (100nM-500nM, over 72h) in the presence of autophagy inhibitor hydroxychloroquine (CQ, 30M) for  6h and 16h. GAPDH and HSP90 were used, as endogenous control.
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Figure supp 3. Proteasome genes in TR KRAS-mutant NSCLC cell lines. Heat map showing expression of proteasome-mediated ubiquitin-dependent protein catabolic process genes in trametinib-treated CMT167 cells (CT), CMT167-TR cells (CTR) and CMT167 control cells (CSC).





















Supplementary Fig. S4
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Figure supp 4.  KRAS-mutant LUAD TR-cells did not show PD-L1 upregulation after trametinib exposure. A-B) Quantification of PD-L1 expression, determined by flow cytometry, in KRAS-mutant parental and TR murine LUAD (CMT167, LLC and KLA) (A); and human (H1792, H2009, A549 and H2030) (B) cell lines. Parental and TR cell lines were treated with vehicle (control), or treated with Trametinib (TRAM; 100nM-500nM) over 72h. PD-L1 quantification experiments were performed after interferon gamma exposure (murine IFN-γ 1500 U/ml, 24h and human IFN-γ 20 ng/ml, 24h). Data are expressed as means and erros bars denote SD. Numerical source data are provided as a source data file.
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