	TableS1 Differentially expressed methylation sites

	Target
	Position
	P-value(Ttest)
	OGD_Mean
	OGD_StdDev
	NC_Mean
	NC_StdDev

	BCL2L11_2_1_
	53
	0.026476613
	0.019090709
	0.002541356
	0.025843647
	0.001314497

	BCL2L11_2_2_
	74
	0.045636821
	0.011514552
	0.002835262
	0.005445865
	0.001505914

	BCL2L11_2_2_
	121
	0.030822393
	0.012358617
	0.000980206
	0.015641765
	0.001343747

	BDNF_1_
	193
	0.025923223
	0.007072965
	0.002080444
	0.016506123
	0.003595044

	BDNF_2_
	30
	0.028979373
	0.008627525
	0.001186743
	0.016612208
	0.002941152

	BDNF_2_
	42
	0.033513044
	0.042712141
	0.00420102
	0.031797712
	0.001565138

	BDNF_4_
	58
	0.042106327
	0.010916304
	0.001886216
	0.006185047
	0.002034413

	BDNF_4_
	186
	0.015284372
	0.006369256
	0.001978965
	0.013491374
	0.000754055

	CD44_2_
	176
	0.01990883
	0.022109898
	0.003585634
	0.011804089
	0.002115165

	COL1A2_
	58
	0.041094526
	0.04612667
	0.014410152
	0.079818528
	0.005827624

	ETS1_2_NEW
	176
	0.013407696
	0.006403545
	0.001201912
	0.012550717
	0.001893358

	GNAI1_2_
	96
	0.005685328
	0.021642672
	0.001737146
	0.029929974
	0.00196783

	MAP3K5_1_2_
	187
	0.012773317
	0.003181733
	0.001157755
	0.012477084
	0.002553821

	MEIS1_4_
	39
	0.022452771
	0.004570944
	0.001011719
	0.007862051
	0.001183052

	MEIS1_4_
	43
	0.046878057
	0.012842631
	0.000931826
	0.014881236
	0.000807914

	MME_
	122
	0.019414817
	0.00772543
	0.000924282
	0.003499938
	0.001471556

	MME_
	152
	0.038957947
	0.010028218
	0.000898712
	0.006714866
	0.001474723

	MYC_3_
	45
	0.040536344
	0.010595016
	0.001427089
	0.007183698
	0.000530718

	MYC_3_
	61
	0.010468112
	0.011397549
	0.000703688
	0.008944947
	0.000473837

	MYC_5_
	179
	0.022859634
	0.008753087
	0.001480336
	0.004730121
	0.001157477

	NGFR_1_
	157
	0.021742923
	0.016788565
	0.000635106
	0.005836558
	0.003084177

	NGFR_1_
	207
	0.018846634
	0.009920431
	0.003427171
	0.020466184
	0.00333943

	NGFR_2_1_
	28
	0.048932174
	0.016339869
	0.014975738
	0.067180425
	0.024669698

	RUNX1_1_
	87
	0.031349285
	0.00709888
	0.000263458
	0.010591187
	0.001186248

	RUNX1_4_1_
	135
	0.033482149
	0.012819081
	0.003916562
	0.003474123
	0.002285522

	RUNX1_4_1_
	203
	0.043864241
	0.009438097
	0.001354104
	0.006090936
	0.000326642

	RUNX1_5_NEW
	86
	0.000604337
	0.012850198
	0.000999366
	0.004870848
	0.000713269

	RUNX3_2_
	54
	0.016555614
	0.215571264
	0.014048044
	0.259682227
	0.007486907

	RUNX3_2_
	186
	0.005003593
	0.033695675
	0.001311215
	0.047152613
	0.002694917

	RUNX3_4_
	181
	0.022913974
	0.021242149
	0.002653376
	0.01378477
	0.001363578

	SEMA6A_2_
	60
	0.011638919
	0.011500254
	0.001290234
	0.006939602
	0.000704648

	SEMA6A_3_
	74
	0.028342384
	0.007885152
	0.001980591
	0.012925364
	0.00113108

	SEMA6A_3_
	164
	0.041922783
	0.003881493
	9.45348E-05
	0.009059751
	0.001903853

	SEMA6A_5_NEW
	125
	0.033366429
	0.010405644
	0.002018551
	0.005282865
	0.00191441

	SQSTM1_1_
	92
	0.015207741
	0.022718019
	0.006451152
	0.002824859
	0.004892799

	SQSTM1_3_
	129
	0.017648611
	0.968014245
	0.004404187
	0.954938798
	0.002749405

	TIMP3_
	165
	0.04656394
	0.010820466
	0.00139611
	0.019446947
	0.003826664

	TNFRSF9_
	146
	0.048443709
	0.007574861
	0.004603173
	0.017241274
	0.003541989

	TNFRSF9_
	168
	0.00648791
	0.027080872
	0.004002145
	0.009505632
	0.0042418

	VEGFA_3_
	34
	0.021571477
	0.003081039
	0.000238255
	0.006481307
	0.000980192

	VEGFA_4_NEW
	57
	0.016643755
	0.00847953
	0.000935635
	0.011405207
	0.000865092

	VEGFA_4_NEW
	174
	0.039691194
	0.011129889
	0.00267554
	0.005087728
	0.002083744



